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Circular dichroism, (442) 157: (444) 239: (452) 400: (454) 293: (456) 
18] 
Circular permutation, (457) 283 
Circular protein, (459) 166 
cis-Benzene dihydrodiol dehydrogenase, (451) 5 
Cisplatin, (453) 151 
cis-Platin-polymerase-I complex, (455) 49 
9-cis retinoic acid. (445) 415 
c-Jun, (459) 39] 
c-Jun N-terminal kinase, (443) 297: (456) 375 
c-Jun NH>-terminal kinase, (460) 357 
c-Jun-NH>-terminal protein kinase. (454) 27] 
CK2 subunit-specific antibody, (462) 51 
Cl” channel, (455) 215 
Class I aldolase. (447) 200 
Class II aldolase. (447) 200 
Clathrin, (444) 195 
Clavulanic acid, (443) 109 
CIC-1 chloride channel, (449) 12 
Clearance, (464) 75 
Cleavage. (445) 149: (451) 56: (456) 97: (458) 167 
Cleavage site, (462) 442 
Clofibrate, (445) 301; (458) 359 
Clonal B-cell, (442) 57 
Cloning. (443) 170: (447) 44; (450) 191: (452) 351: (455) 13: (461) 287 
Clostridium difficile, (453) 124 
Clotting. (462) 236 
Cluster, (451) 91 
Cluster analysis, (451) 142 
Clusterin, (448) 297 
cCMGI/ERF-1, (463) 39 
cCMOAT, (442) 208: (456) 327 
c-Myb, (454) 288 
c-Mye. (444) 5 
Co-activator, (445) 415 
Coagulation factor XI, (461) 63 
Coat protein II, (447) 247 
Coatomer, (462) 267 
Cockroach, (447) 237: (449) 125 
Cockroach hindgut, (461) 201 
Cocoa, (462) 167 
Codon context, (455) 355 
Codon recognition, (447) | 
Codon usage, (457) 57: (462) 387 
Coenzyme Q, (461) 196 
Coenzyme (443) 163 
ofactor, (453) | 
ofactor distance, (442) 79 
‘ofactor requirement, (455) 344 
‘ohesin domain, (463) 277 
‘oil-globule transition, (453) 113: (460) 333 
‘old, (443) 317; (458) 157 
‘old acclimation. (459) 95 
‘old exposure, (444) 18] 
Cold shock. (456) 175 
Cold shock protein, (454) 299 
Cold stress, (456) 22 
Cold-active enzyme, (464) 153 
Cold-induced gene, (459) 95 
Colicin, (442) 11 
Colicin E9, (463) | 
Collagen, (452) 379: (461) 43 
Collagenase, (449) 36; (461) 153 
Collateral circulation, (462) 341 
Collectin, (452) 141 
Colletotrichum lindemuthianum, (458) 23 
Co-localisation, (462) 51 
Colon adenocarcinoma, (451) 75 
Colon epithelial cell, (442) 231 
Colorectal cancer, (463) 77 
Colorimetry, (455) 18 
Boom. (460) 99 
Combinatorial library, (458) 11 
Combinatorial method, (453) 145 
Combinatorial protein design, (453) 305 
Combining site, (455) 188 
Comet assay, (449) 255 
Common epitope. (457) 343 
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omparative modeling, (457) 311 Covalent flavin, (442) 203 
ompartmentalisation, (460) 173 COX, (447) 65 

ompensating mutation, (452) 128 CpG island, (448) 149, 221] 

ompeting pathway, (453) 229 CPP32., (453) 151 

ompetitive PCR, (451) 75 C protein, (459) 205 

ompetitive translational activity, (462) 16] CRI. (459) 133 

omplement, (459) 133 c-Raf kinase, (463) 115 

omplement component C8y. (446) 243 Crassostrea gigas, (453) 293 

omplement regulation, (462) 345 CRCI gene, (462) 472 

omplementarity, (463) 3 CREI, (453) 54 

omplementary oligonucleotide, (444) 217 CREA, (453) 54 

omplementation, (445) 111 Creatine kinase, (444) 75: (461) 111 
omplementation in yeast, (461) 253 Crithidia fasciculata, (443) 375; (454) 192: (459) 90 
omplete genome, (450) 72 Crocalbin, (445) 440 

omplete genome sequence, (445) 6 Cross-reaction, (460) 457 

omplex, (445) 338: (450) 49 Crotalus durissus terrificus, (448) 95 
omplex formation, (443) 41 Crotoxin, (445) 440 

omplex I, (444) 211: (451) 157: (455) 36: (460) 207 Cry26Aal, (453) 46 

omplexity, (462) 363 Cry28Aal. (453) 46 

omplex-type N-glycan. (461) 311 Cryogenic transmission electron microscopy. (453) 113 
ompound I, (443) 290 Crystal structure, (443) 251: (445) 375; (452) 379: (454) 142: (458) 93. 
ompound II, (443) 290 429; (459) 85 

ompound III stability, (462) 254 Crystallin, (446) 269 

omputer analysis, (457) 153 Crystallization, (443) 167: (445) 425; (451) 51: (453) 380: (454) 1: (457) 
omputer simulation, (453) 72 205 

oncatemer, (444) 231 Crystallization experiment, (462) 225 

ondensing enzyme, (460) 46 Crystallography, (452) 41 

onditional transformation, (457) 65 C-S bond formation, (453) 25 

onfocal imaging. (461) 157 C-ski, (449) 273 

ontfocal immunofluorescence microscopy, (456) 7 CTAB, (461) 77 

ontocal laser scanning microscopy, (444) | CTCF, (444) 5 

ontocal microscopy, (449) 146; (459) 2? C-terminal, (463) 341 

onformation, (457) 144: (461) 141: (463) 179 C-terminal region, (460) 303 

onformational analysis, (457) 117 C-terminal residue, (461) 201 

ontormational change, (442) 173; (451) 147 C-terminal synthetic peptide, (448) 62 

onformational flexibility, (453) 318 C-type lectin, (443) 139 

onformational selection, (450) 149 c-Type lysozyme, (459) 349 

onfounding factor, (443) 163 Cu.Zn superoxide dismutase, (443) 313 

ongener, (450) 181 Cur”, (460) 134 

onnective ussue growth factor, (450) 84 Cubic phase, (461) 178 

onnexin, (451) 113 Cucumber, (463) 151 

onnexin 31, (453) 243 Cucumber mosaic virus, (462) 161 

onnexin43, (464) 118 Cultured neuron, (448) 173: (458) 162 

onotoxin, (444) 275 Cultured rat myotube membrane, (446) 351 

t-Conotoxin, (454) 293 Curcumin, (445) 165: (456) 311 

onsensus sequence, (452) 335 Curie, (442) 215 

onserved region, (460) 363 Current inactivation, (458) 185 

onserved region 2, (460) 166 Curvature, (444) 117 

onstitutive activation, (448) 180 Cuticle surface protein, (449) 125 

onstitutive activity, (457) 302 Cutinase, (456) 409 

ontact site, (445) 41 Cyanidin 3-O-B-p-glucoside, (449) 179 

ontraction, (461) 183 Cyanobacteria, (442) 7 

onvertase, (456) 97 Cyanobacterium, (444) 222: (447) 269: (450) 57: (458) 117: (460) 395: 
onvulxin, (448) 95 (463) 216 
ooperativity, (464) 169 Cyanophora cyanelle, (442) 
OP protein, (452) 61 CyaY. (456) 13 
OPI-coated vesicle, (447) 179: (462) 267 Cyclic adenosine monophosphate, (450) 95 

opper, (445) 144: (447) 65: (451) 103: (453) 1; (457) 214 Cyclic AMP, (444) 27, 97: (445) 155: (447) 251; (448) 111: (453) 215: 
oppe! chaperone (445) 27 (456) 126: (457) 445, 455: (458) 236, 349, 370: (463) 83 
opper protein, (442) 215 Cyclic AMP receptor protein, (453) 215 

opper transport, (448) 53 Cyclic AMP response element-CCAAT cooperation, (457) 445 
ore 2 GleNAc transferase, (463) 125 Cyclic AMP responsive element binding protein, (457) 241 
o-repressor, (445) 415 Cyclic AMP-dependent inhibition, (459) 9 

oronary artery, (451) 63 3’.5’-Cyclic diguanylic acid, (444) 125 

orrinoid, (449) 165 Cyclic GMP, (456) 207; (459) 238 

ortex, (458) 65 Cyclic nucleotide PDE inhibitor, (464) 48 

ortical collecting duct, (460) 533 Cyclin, (457) 23; (460) 117, 199: (461) 299 

orticosteroid binding globulin, (451) 19 Cyclin B, (458) 375 

orticosterone, (455) 364 Cyclin dependant kinase 5, (446) 343 

ortisol, (457) 423; (464) 9 Cyclin-dependent kinase, (446) 182 

OS cell, (452) 199 Cycling, (447) 179 

otinine, (460) 321 Cyclization, (445) 3 

o-transcription, (449) 23 Cyclodextrin, (445) 333 

otranslational folding, (462) 387 Cyclodextrin glycosyltransferase, (445) 333 
o-translational processing. (443) 8 Cycloheximide, (459) 149 

‘oumarin, (448) 105; (460) 321 Cyclooxygenase, (457) 475 

p-Coumaroyltriacetic acid lactone, (460) 457 Cyclooxygenase-1, (460) 145 

Coupling, (445) 333 Cyclooxygenase-2, (453) 129: (459) 453: (460) 145 
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Cyclopeptide antibiotic, (453) 174 

Cyclophilin, (443) 367 

Cyclosome, (463) 350 

Cyclosporin A, (447) 274; (456) 285; (462) 295 

CY P3A4, (452) 165 

Cystatin C, (455) 92 

Cysteine, (458) 393 

L-Cysteine overproduction, (452) 323 

Cysteine protease, (459) 299 

Cysteine proteinase, (445) 311: (448) 257 

Cysteine susceptibility analysis, (446) 264 

Cysteine-rich domain, (454) 53: (457) 515 

Cysteine-scanning, (461) 315 

Cysteinyl-tR NA synthetase, (462) 302 

Cystic fibrosis, (445) 63: (457) 437: (459) 177 

Cystic fibrosis transmembrane conductance regulator, (452) 371: (455) 
215 

Cystic fibrosis transmembrane conductance regulator protein, (464) 48 

Cystic fibrosis transmembrane regulator, (460) 533 

Cytochrome /ss9, (442) 75: (458) 87 

Cytochrome (442) 203 

Cytochrome /ef, (463) 97 

Cytochrome ha3, (457) 98 

Cytochrome he; , (449) 201 

Cytochrome hc; complex, (460) 349 

Cytochrome ho, (457) 61, 223 

Cytochrome ho ubiquinol oxidase, (457) 153 

Cytochrome c, (443) 181, 225: (447) 10; (451) 95; (456) 232: (457) 126: 
(459) 238: (462) 192, 317: (463) 151 

Cytochrome c oxidase, (443) 105: (447) 131: (458) 83; (462) 416 

Cytochrome c¢, (444) 281 

Cytochrome e553, (460) 77 

Cytochrome cy. (444) 281 

Cytochrome oxidase, (457) 98, 131; (462) 75 

Cytochrome P450, (448) 105; (452) 165: (455) 302; (458) 97: (460) 321 

Cytochrome P450 2A6, (460) 321 

Cytochrome P450 2E1, (460) 309 

Cytochrome P450 reductase, (453) 201; (462) 283 

Cytokine, (442) 231: (460) 23: (462) 1, 12. 199 

Cytokine cross-talk, (463) 365 

Cytokine mRNA, (455) 339 

Cytokine receptor, (460) 99: (464) 91 

Cytokine signaling, (463) 365 

Cytokine-inducible SH2-containing protein, (455) 170 

Cytokinesis, (451) 81, 321: (457) 470 

Cytolysis, (459) 463 

Cytosine arabinoside, (444) 47 

Cytosine/cytidine deaminase, (452) 71 

Cytoskeleton, (451) 33. (453) 124: (454) 335: (455) 123: (460) 17: (463) 
67 

Cytosol, (447) 135; (448) 197 

Cytosolic Ca** , (457) 375 

Cytosolic factor, (455) 257 

Cytosolic phospholipase A>, (444) 235: (450) 39 

Cytostatic nucleoside, (443) 170 

Cytotoxic response, (458) 137 

Cytotoxicity, (449) 235; (458) 215; (462) 392 

Cytotoxin associated gene A (CagA), (452) 16 
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D1D2 particle, (453) 11 

D9ON mutant, (445) 14; (451) 147 
Daidzein, (447) 287 
Dansylcadaverine, (464) 14 
Dark-adapted leaves, (444) 106 
Database search, (456) 85 
Daucus carota, (447) 171 
Daunorubicin, (452) 150 

Dbl, (459) 186 

DBMIB, (450) 245 

d(CA) repeat, (455) 70 


Deafness/dystonia peptide 1/Tim10 protein family, (464) 41 

Deamidation, (446) 177; (448) 33 

Decarboxylase, (450) 123 

Decidualization, (444) 235 

Decorin, (455) 223 

Decoupling, (456) 37 

Decoy, (461) 136 

Decoy oligodeoxynucleotide, (453) 191 

Defense protein, (444) 255: (451) 303 

Defense response, (458) 204 

Defensin, (442) 112 

Degradation, (444) 227: (458) 87 

2,3-Dehydro-2-aminobutyric acid, (462) 151 

Dehydroascorbate, (460) 539 

Dehydroepiandrosterone, (456) 113 

Dehydroepiandrosterone sulfate, (445) 343 

Deletion, (447) 124 

Deletion mutant, (455) 63 

Demannosylation, (449) 175 

Dendrite. (458) 107 

Dendritic cell, (458) 424: (461) 211 

Dendritic spine, (445) 80 

Denervation, (444) 43 

Denitrification, (460) 6 

13'-deoxo-13!'-hydroxy-pheophytin a, (450) 163 

1 1-Deoxycorticosterone, (455) 364 

(Deoxy)ribonucleotide metabolism, (445) 92 

1-Deoxyxylulose 5-phosphate synthase gene. (460) 485 

1-Deoxy-p-xylulose, (455) 140 

1-Deoxy-pb-xylulose-5-phosphate, (449) 45 

1-Deoxy-b-xylulose 5-phosphate pathway, (455) 140 

1-Deoxy-b-xylulose 5-phosphate reductoisomerase, (455) 140 

2-Deoxyglucose, (449) 111 

Dephosphorylation, (455) 175 

Depolarization, (464) 21 

Der3/Hrd 1, (448) 244 

Dermatan sulfate, (452) 185: (459) 353 

Desensitization, (447) 186; (458) 236; (462) 278: (464) 35 

Desethylamiodarone, (450) 35 

Detergent-insensitive membrane domain, (464) 35 

Determinant, (443) 163 

Detoxification, (445) 291 

Development, (445) 160: (447) 76: (453) 205: (457) 441 : (461) 86: (462) 
368; (464) 53, 179 

Developmental expression, (458) 354 

Dexamethasone, (442) 208: (459) 381 

Dextran, (443) 215 

Dextran sulfate, (444) 270 

Diabetes, (448) 120; (455) 101: (459) 233; (463) 205 

Diabetes mellitus, (461) 165; (463) 53 

Diabody, (453) 164 

Diacylglycerol acyltransferase, (452) 145 

Diadenosine 5’ ,5”-P! .P*-tetraphosphate, (456) 175 

Diadenosine 5’,5”-P! P’-triphosphate, (456) 175 

Diadenosine oligophosphate analogue, (456) 175 

Diadenosine polyphosphate, (457) 455 

Diagnosis, (459) 233 

Dialdehyde group, (442) 20 

Dialysis. (442) 15 

2.4-Diaminobutyric acid, (462) 151 

2,3-Diaminonaphthalene, (457) 375 

Diapause protein I, (451) 303 

Diastereoselectivity, (455) 247 

Dictyostelium, (456) 7 

Diethyl pyrocarbonate, (460) 442 

Diethylenetriaminepenta-acetic acid, (449) 284 

Differential display, (447) 91: (455) 23: (458) 363 

Differential display polymerase chain reaction, (452) 259 

Differential scanning calorimetry, (443) 192; (458) 145; (459) 133 

Differential screening, (459) 149 

Differentiation, (444) 5; (446) 218; (453) 140; (454) 197; (455) 23; (456) 
175: (461) 37 

Diffusion, (457) 452 

Diffusion potential, (446) 153; (457) 327 

Diffusion-limited catalysis, (459) 111 

7,8-Dihydro-6-hydroxymethylpterinpyrophosphokinase, (456) 49 

Dihydropyridine binding site, (451) 152 

Dihydropyridine receptor, (450) 221 
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1a,25-Dihydroxy-3-epi-vitamin D,, (448) 278 DNA uptake efficiency, (459) 337 
Dihydroxyacetonephosphate acyltransferase, (456) 263 DNA-activated protein kinase, (463) 312 
1.25-Dihydroxy vitamin D3, (460) 289 DNA-binding site, (461) 287 
1a,25-Dihydroxyvitamin D;, (448) 278; (460) 297 DNA-cationic liposome assemblies, (457) 419 
1§.25-Dihydroxyvitamin D,;, (460) 297 DNA-DNA contact, (459) 173 
1a,25-Dihydroxyvitamin D;-26,23-lactone, (448) 278 DNA-entry nuclease, (443) 209 
(238,25 D;-26,23-lactone analog, (460) DNA-lipid interaction, (446) 27 

297 DNA-protein interaction, (445) 119 
Diiodothyronine, (452) 115 DnaJ, (448) 265 
Di-leucine motif, (460) 303 Dnak, (448) 265 
Dimer, (445) 160: (462) 278 dnaK operon, (446) 287 
Dimeric and tetrameric enzyme form, (454) 229 DNase, (443) 209: (445) 111 
Dimerization, (454) 90; (458) 387 dNTP analog, (448) 141 
Dimethylallyl diphosphate, (460) 485 Dockerin domain, (463) 277 
Dimethyldioxirane, (454) 7 Docking protein, (456) 73 
Dimethylguanosine-26 methyltransferase, (464) 67 Docosahexaenoic, (446) | 
Dinitrosy! iron complex, (454) 177 Dodeca-satellite, (455) 31 
Dinuclear, (455) 321 Bao domain, (454) 283 
Dinucleosome, (452) 267 Domain folding, (462) 307 
Dioxin, (462) 430 Domain insertion, (453) 305; (457) | 
Dipalmitoylphosphatidylcholine, (446) 169 Domain motion, (463) 19 
Dipeptidy! peptidase IV, (458) 278 Domain movement, (461) 111 
Diphenylene iodonium chloride, (462) 254 Domain structure, (445) 126: (451) 15 
Directed evolution, (450) 105; (453) 145; (457) | Dopamine B-monooxygenase, (454) 229 
Directed protein evolution, (457) 227 Dopamine receptor D>, (447) 251 
Discoupling, (461) 280 Dopamine receptor D3, (447) 251 
Disease, (443) | dorsal root ganglia, (445) 177 
Disialoganglioside GD3, (452) 100 Dorsal root ganglion neuron, (444) 111 
Disintegrin precursor, (451) 299 Double displacement mechanism, (450) 299 
Disproportionation, (445) 33 Double flash excitation, (459) 5 
Dissociation, (446) 239 Double jump, (454) 307 
Distance geometry, (456) 343 Double-mutant, (452) 371 
Distribution of intermediate, (456) 143 Down-regulation, (454) 197 
Disulfide, (443) 271; (444) 165 Drosophila, (443) 97; (447) 237: (448) 86: (452) 305; (453) 59: (463) 
Disulfide bond, (443) 313: (448) 167: (456) 409: (457) 90; (458) 393: 133 

(460) 477 Drosophila melanogaster, (455) 31: (456) 269; (463) 72 


Disulfide bond exchange, (444) 285 Drug binding, (443) 121 
Disulfide bond formation, (444) 285 Drug delivery, (463) 165 


Disulfide bonding, (458) 69 Drug delivery system, (456) 306 
Disulfide conjugate, (458) 383 Drug design, (445) 73 


Disulfide linkage, (464) 85 Drug export, (457) 169 
Dithiocarbamate, (449) 28 Drug resistance, (443) 321: (450) 263: (454) 100: (457) 169 
Dithionite, (442) 203 Drug target, (456) 49 
Dithiothreitol, (456) 143: (460) 477 DsbA, (443) 313 
Diurnal gecko (Phelswma madagascariensis longinsulae), (445) 36 DT-diaphorase, (463) 382 
Divalent metal, (446) 137 Duchenne muscular dystrophy, (461) 59; (463) 270 
Dik/ZIP kinase, (462) 187 Duplication, (445) 261 
DNA, (453) 41, 113; (461) 96 dxs, (460) 485 
DNA adduct, (454) 7 Dynamin, (443) 71; (444) 195 
DNA base motion, (446) 30 Dynamin superfamily, (463) 24 
DNA bend site, (444) 117 Dynein, (455) 251 
DNA binding, (445) 160; (446) 30; (447) 160; (449) 33; (454) 288; (463) Dystrobrevin, (461) 59 
179 Dystrophin, (447) 124; (461) 59; (463) 270 
DNA binding affinity, (459) 337 Dystrophy, (446) | 
DNA binding domain, (443) 363: (455) 63 
DNA binding protein, (455) 31: (458) 124; (462) 221 
DNA binding protein A, (446) 343 
DNA chip, (445) 269 


DNA condensation, (459) 173 E 

DNA damage, (442) 65; (448) 120; (453) 151. 365; (461) 299 

DNA demethylase, (460) 231 

DNA dumbbell, (461) 136 

DNA encapsidation, (445) 119 

DNA enzyme, (458) 151 Ela, (457) 445 

DNA fragmentation, (443) 331; (448) 127; (459) 139 E204Q mutant, (459) 143 

DNA immunization, (447) 232 E2-C, (458) 375 

DNA methylation, (458) 45; (460) 231 E2F, (460) 117 

DNA methyltransferase, (446) 189: (460) 380 E9Q+E74Q+E194Q+E204Q mutant, (456) 191 
DNA methyltransferase |, (460) 231 EBNAI, (447) 311 

DNA polymerase, (453) 6 4E-BP 1, (453) 387: (457) 489 

DNA repair, (446) 6; (450) 197; (453) 85 Ecdysis, (463) 133 

DNA replication, (447) 292: (450) 251; (452) 87: (454) 7 Ecdysis-triggering hormone, (463) 133 

DNA sequence, (453) 35 Eclosion, (463) 133 

DNA sequencing, (448) 145 ECM, (457) 262 

DNA synthesis, (445) 92; (447) 17: (453) 183; (457) 122: (460) 199 ECM degradation, (462) 261 

DNA topology, (452) 215 
DNA transfer, (458) 329 
DNA triplex, (447) 223 


Ecto-ATP diphosphohydrolase, (453) 335 
Ecto-nucleotidase, (458) 424 
Edg receptor, (457) 184 
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Edg-3, (443) 25; (459) 105 

Editing, (461) 145 

eEF2 kinase, (444) 97 

EF family, (459) 51 

EF (457) 327 

Efaroxan, (447) 61 

Efflux, (452) 228 

Efflux carrier, (446) 153 

EF-hand, (458) 429 

EGFP fusion, (447) 65 

Eggshell, (463) 12 

EH domain, (442) 138 

Eicosanoid, (449) 7 

Elafin, (452) 309; (457) 33 

Elastase, (461) 235 

Elastic energy, (449) | 

Elastic fiber, (460) 280 

Elastic microfibril, (452) 195 

Elasticity, (445) 409 

ELAV-like protein, (446) 157 

Electrochemistry, (451) 342 

Electrogenic binding, (458) 241 

Electrogenic reaction, (462) 421 

Electron cryomicroscopy, (442) 1; (452) 41 

Electron microscopy, (445) 80; (447) 217; (449) 211; (453) 383: (463) 
255 

Electron paramagnetic resonance, (453) 25; (454) 127: (462) 66 

Electron spin echo envelope modulation, (450) 285 

Electron spin resonance, (446) 45 

Electron spin resonance spin trapping. (442) 34 

Electron tomography, (451) 27 

Electron transfer, (447) 315; (450) 44; (451) 351: (455) 302: (457) 277: 
(460) 349; (462) 75, 421: (463) 199 

Electron transport, (448) 157 

Electron transport system for P450, (461) 241 

Electrophysiology, (449) 12: (463) 355 

Electroporation, (462) 155 

Electrospray ionization mass spectrometry, (456) 263 

Electrostatic, (446) 75 

Electrostatic attraction, (447) 129 

Electrostatic effect, (457) 414 

Electrostatic interaction, (460) 391: (462) 155 

Elicitin, (452) 400 

Elongation factor, (452) 41: (453) 29: (464) 148 

Elongation factor 1B, (451) 109 

Elongation factor 2, (444) 97; (457) 189 

Elongation factor G function, (452) 155 

Embryo, (455) 271 

Embryo development, (462) 71 

Embryo stem cell, (458) 171 

Embryonic stem cell, (455) 101 

Embryotoxicity, (450) 49 

Empirical valence bond, (453) 90 

Empirical valence bond method, (456) 301 

Emulsion, (446) 113 

3Z:2E-Enal isomerase, (443) 201 

Encapsulation, (451) 303 

Endocannabinoid, (447) 277 

Endocytobiont, (452) 52 

Endocytosis, (447) 203; (452) 67: (453) 20: (460) 495: (461) 25: (463) 
175 

Endogenous cytokinin, (460) 123 

Endogenous protein aggregation, (446) 331 

Endoglin, (459) 249 

Endometrium, (445) 207 

Endoplasmic reticulum, (443) 85, 241: (447) 247: (452) 67: (453) 95; 
(455) 251: (457) 316: (459) 80: (460) 539 

Endoplasmic reticulum Ca** store, (446) 309 

Endoplasmic reticulum degradation, (443) 241: (448) 244: (460) 112 

Endoplasmic reticulum targeting, (454) 187 

Endoprotease purification, (450) 61 

Endoproteinase Glu-C (V8 protease), (443) 220 

Endoribonuclease activity, (462) 407 

Endosome, (442) 221; (452) 61, 67 

Endothelial cell, (443) 353: (448) 9, 249, 292: (449) 135; (457) 375 

Endothelial cell protein C receptor, (458) 77 

Endothelial fenestration, (448) 193 

Endothelial NO synthase, (443) 285 


Endothelin, (452) 314; (460) 139 

Endothelin-1, (451) 63; (456) 103; (457) 381 

Endothelin-converting enzyme, (460) 139 

Endothelium, (455) 97 

5-Endotoxin, (458) 175; (463) 221 

Endplate channel, (443) 381 

Energy conservation, (449) 165 

Energy expenditure, (449) 129 

Energy metabolism, (444) 206; (452) 115 

Energy migration and trapping, (460) 395 

Energy transduction, (451) 157 

Enhanced binding, (450) 299 

Enhanced green fluorescent protein, (458) 77, 299 

Enhanced green fluorescent protein/B-galactosidase fusion protein, 
(451) 15 

Enhancer, (458) 171; (460) 289 

[p-Pen’ ,p-Pen*]Enkephalin, (445) 343 

Entamoeba histolytica, (459) 5\ 

Enterococcus faecium, (449) 187 

Enterococcus hirae, (445) 27; (454) 67 

Enteropeptidase (enterokinase), (442) 226 

Entropy, (462) 363 

Envelope virus, (444) 136 

Enzymatic digestion, (464) 85 

Enzymatic protein labeling, (462) 43 

Enzymatic tracer, (455) 18 

Enzyme activation, (454) 240; (456) 249 

Enzyme activity, (442) 226; (445) 155 

Enzyme assay, (443) 17 

Enzyme family, (457) 527 

Enzyme inhibition, (447) 106; (452) 341: (453) 159 

Enzyme kinetic, (445) 103; (452) 341 

Enzyme kinetics, (457) 135; (462) 397 

Enzyme mechanism, (449) 196; (453) 90 

Enzyme model, (457) 298 

Enzyme multiplicity, (445) 261 

Enzyme regulation, (446) 117; (455) 162 

Enzyme specificity, (443) 220 

Enzyme turnover, (454) 192 

Enzyme-linked immunosorbent assay, (455) 18 

Enzymology, (453) 249 

Eosinophil, (443) 37; (452) 301: (453) 265: (459) 195; (463) 160 

EPAS1, (462) 19 

Ependymin, (459) 95 

Eph receptor, (458) 265 

Ephrin, (458) 265 

Ephrin isoform, (458) 265 

Epibatidine, (450) 273 

Epidermal growth factor, (443) 126: (444) 90; (461) 120, 217 

Epidermal growth factor receptor, (447) 203; (459) 100 

Epidermal growth factor receptor expression, (446) 256 

Epidermal permeability barrier, (447) 167 

Epididymis, (446) 323 

(—)-Epigallocatechin gallate, (463) 317 

Epinephrine, (462) 25 

Epithelial cell, (454) 335; (463) 250 

Epithelial Na* channel, (459) 443 

Epitope, (447) 21; (450) 23 

Epitope library, (451) 257 

Epitope mapping, (459) 463 

Epitope tagging, (446) 264 

Epoxide hydrolase, (445) 301 

5,6-Epoxycholesterol, (462) 113 

Epoxysuccinate, (458) 6 

EPR, (450) 245: (454) 21 

ERA, (445) 425 

ERAB, (451) 238 

ErbB receptor and ligand, (447) 227 

ErbB2-containing heterodimer, (447) 227 

eRF1-eRF3 complex, (457) 483 

ERK signalling, (459) 272 

ERK 1/2, (448) 301 

ERM protein, (443) 31 

Erythema infectiosum, (450) 289 

Erythrocyte, (446) 194 

Erythrocyte shrinkage, (455) 87 

Erythroid differentiation, (454) 331 

Erythroid/myeloid lineage switch, (459) 69 
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Escherichia coli, (443) 11; (444) 65: (445) 425; (446) 331: (447) 1, 115, 
144; (449) 289: (450) 72: (451) 118, 227; (453) 215: (454) 71, 177, 
262: (455) 344, 355; (456) 13: (457) 61, 90, 153, 223, 327: (458) 23, 
180, 429: (460) 46, 207, 353: (461) 6: (462) 273 

Escherichia coli bo-type ubiquinol oxidase, (449) 19] 

ESI-MS, (464) 85 

Esophageal cancer, (455) 70 

ESR spectroscopy, (457) 179 

Essential gene, (448) 235 

Esterase, (454) 262 

17$-Estradiol, (454) 7, 271 

Estradiol, (449) 273 

Estrogen receptor, (448) 160; (459) 57 

Ethanol, (457) 162: (460) 199, 309 

Ethanol metabolism, (445) 246 

V-Ethylmaleimide, (448) 131: (458) 292 

Ethyl methane sulfonate embryonic lethal allele, (456) 269 

Etiolated, (445) 445 

Etoposide, (445) 269 

Ets protein, (464) 164 

Eubacterial expression, (442) 198 

Euglena gracilis, (442) 29: (450) 95 

Eukaryotic, (456) 274 

Eukaryotic cell, (453) 20 

Eukaryotic elongation factor-2 kinase, (457) 189 

Eukaryotic expression, (447) 232 

Eukaryotic genome, (457) 409 

Eukaryotic initiation factor, (446) 55 

Eukaryotic initiation factor 4G, (451) 332 

Eustachian tube, (452) 141 

Evolution, (450) 251; (451) 249: (453) 346: (454) 75: (456) 119: (457) 
527: (463) 129 

Exchange, (442) 215 

Exchange factor, (451) 109 

Exchange-limited catalysis. (459) 111 

Excitable medium, (463) 103 

Excitation-contraction coupling. (450) 221: (461) 157 

Excitatory reaction pathway, (453) 72 

Excluded volume, (444) 145 

Exocyst, (451) 203 

Exocytosis, (459) 22: (460) 338, 411, 495 

Exon # 5 of p53, (454) 7 

Exon assembly, (446) 6 

Exon prediction, (464) 129 

Exon skipping, (460) 417 

Exosporium, (453) 46 

Expressed sequence tag, (456) 295; (459) 299 

Expression, (442) 25; (444) 222: (446) 243, 247: (458) 17, 393: (462) 135 

Expression pattern, (452) 328 

Extensin, (447) 264 

External stimuli-regulated kinase. (460) 35 

Extracellular matrix, (444) 38; (463) 265 

Extracellular milieu, (463) 336 

Extracellular signal regulated kinase, (454) 165, 271: (455) 203 

Extracellular signal regulated kinase 1, (446) 122 

Extracellular signal regulated kinase 2, (446) 122 

Extracellular signal-regulated kinase 1/2, (452) 2 

Extracellular signal-regulated protein kinase, (453) 174 

Extracellular structure, (456) 191 

Extracellular superoxide dismutase, (458) 370 

Extracellular tat signal, (445) 53 

Extremophile, (452) 22 

Eye lens, (456) 263 

Ezrin. (443) 31 
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F,-ATPase, (452) 305; (463) 35 

yF l-binding protein isoform B, (451) 253 
F)-y subunit, (463) 7 

F9 teratocarcinoma, (454) 197 

F429H> dehydrogenase, (457) 291 
Facilitation, (442) 70 

Facilitator, (448) 67 

6 Factor, (451) 275 

Factor Vila, (463) 19 

Factor VIla-tissue factor complex, (463) 19 
Factor X, (463) 387 

Familiar hypertrophic cardiomyopathy, (461) 246 
Family 10 xylanase, (460) 61 

Family F/10 xylanase, (450) 299 

FAO hepatoma cell, (463) 83 

Farnesol, (462) 108 

Farnesyl protein transferase. (455) 23: 
Farnesyltransferase, (460) 235 

Fas antibody, (453) 67 

Fas (CD95), (458) 231 

Fas-associated phosphatase-1. (460) 191 
FasL, (458) 209 

Fas-ligand (CD95L), (458) 231 

Fasting, (462) 257 

Fatty acid, (445) 189: (461) 319: (462) 47: (463) 205 
Fatty acid amide hydrolase, (454) 57, 267 
Fatty acid binding protein, (460) 134 
Fatty acid desaturase, (449) 17 

Fatty acid hydroperoxide lyase, (443) 201 
Fatty acid oxidation, (460) 241 

Fatty acid synthase, (464) 113 

Fatty acid synthesis, (460) 46 

F-box, (459) 75 

Feedback inhibition, (452) 323 

Female newt attracting pheromone, (457) 400 

Fenton reaction, (446) 49: (458) 133 

Ferredoxin, (443) 144: (451) 91: (454) 21: (460) 77: (462) 421 
Ferredoxin reductase, (450) 44 

Ferredoxin-NADP* reductase. (449) 159; (457) 5 
Ferredoxin-quinone reductase, (457) 5 

Ferritin, (461) 334 

Fertilization, (449) 277: (451) 99 

Fe-S center, (450) 135: (462) 421 

a-Fetoprotein, (450) 49 

Fiber type, (458) 257 

Fibrillin, (452) 195 

Fibrinogen, (462) 236 

Fibroblast, (442) 178: (447) 274: (449) 36: (463) 110 
Fibroblast growth factor receptor. (459) 191 
Fibronectin, (457) 445 

Fibronectin binding. (446) 299 

Fibrous aggregation, (454) 122 

Fibrous insoluble polymer, (459) 95 

Fibrous sheath, (445) 9 

Fibulin-1, (444) 38 

Filamentous phage, (458) 11 

Fish, (459) 95 

Fission yeast, (443) 71; (451) 321; (460) 187 
Flag-tagged actin, (455) 117 

Flavin semiquinone, (453) 201 

Flavodoxin, (462) 421 

Flavohaemoglobin, (445) 389 

Flavonoid, (458) 224: (462) 167, 322, 392 

Flavonoid-3’ ,5'-hydroxylase, (461) 241 

Flavopiridol. (454) 100 

Flavoprotein, (453) 201: (457) 53: (463) 382 
Flavoprotein monooxygenase, (443) 25] 

Flecainide, (448) 231 

Flotation assay. (458) 51 

Flow cytometry, (444) 206: (449) 41: (455) 238: (456) 257, 389 
Flower color, (461) 241 

Flower development, (462) 211 

Fluorescamine, (461) 96 

Fluorescence, (445) 279: (452) 375; (453) 356; (459) 133: (463) 205 
Fluorescence energy transfer, (455) 325 

Fluorescence labeling, (455) 36 

Fluorescence microscopy, (453) 113: (456) 332 
Fluorescence polarization, (443) 17 
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Fluorescence resonance energy Transfer, (447) 53 

Fluorescence spectroscopy, (456) 409 

Fluorescent dye, (458) 24] 

Fluorescent probe, (446) 153 

Fluorescent probe 5,5’ 
tetraethylbenzimidazolo carbocyanine iodide, (456) 171 

Fluoride, (455) 321 

Fluorometric assay. (463) 241 

fMet-tRNA binding, (459) 332 

Foam cell, (462) 1, 145 

Focal adhesion, (451) 33 

Focal adhesion kinase, (445) 251: (454) 252: (455) 145 

Focal contact, (451) 68 

Fodrin, (443) 17 

Folate pathway, (456) 49 

Folded conformation, (463) 331 

Folding, (443) 271; (448) 62, 265; (454) 31, 307: (456) 143: (460) 112, 
477 

Folding intermediate, (445) 361 ; (452) 283 

Food intake behavior, (457) 522 

Footprinting, (447) 223 

Force, (459) 39 

Forepart lamellipodium, (445) 395 

Forssman pentasaccharide, (463) 225 

Fourier-transform infrared, (449) 191 

Fourier-transform infrared spectroscopy, (456) 361 : (463) 169 

F plasmid, (461) 6 

FP receptor, (443) 357 

Fra-1, (448) 45 

Fragarin, (459) 115 

Frameshifting, (452) 47 

FRATI, (458) 247 

Free CK28, (462) 353 

Free energy perturbation, (453) 90; (456) 301 

Free radical, (449) 241: (451) 103: (456) 13; (457) 131; (458) 133 

Freezing tolerance, (461) 205 

Friedreich’s ataxia, (456) 13, 281 

Frog, (457) 499 

Frog oocyte, (446) 149 

Frog skin, (456) 352 

Frontal temporal dementia, (461) 91 

Fronto-temporal degeneration, (446) 228 

Frontotemporal dementia, (443) 93; (450) 306 

Frontotemporal dementia and Parkinsonism linked to chromosome 
17, (447) 195 

Frozen medium, (456) 89 

Fructose-2.6-bisphosphatase, (458) 304 

Fructose-2,6-bisphosphate, (448) 239 

Fructose-6-phosphate 2-kinase, (458) 304 

Fructose-|,6-biphosphate aldolase, (447) 200 

Fructose-|,6-bisphosphate, (459) 448 

B-Fructosidase superfamily, (448) 177 

Fruit development, (454) 95 

FSBA, 5'-(p-Fluorosulfonylbenzoyl)adenosine, (461) 323 

FTDP-17, (455) 262 

FT-IR spectroscopy, (458) 83 

FtsH/HfIB, (460) 554 

FtsY, (447) 329 

FTZ-F1, (454) 109 

Fucose, (461) 311; (463) 189 

L-fucose, (456) 370 

o(1,3)-Fucosyltransferase, (452) 237: (455) 97 

Fucosyltransferase, (452) 237 

Fucosyltransferase 9, (462) 289 

Fugu rubripes, (443) 370; (459) 105 

Fullerene, (454) 335 

Fumarate, (462) 313 

Fumarate-oxidizable, (442) 203 

Functional affinity, (454) 90 

Functional analysis, (464) 123 

Functional assay, (451) 289 

Functional complementation, (449) 153: (464) 148 

Functional dimer, (461) 52 

Functional expression, (446) 142: (461) 157 

Functional feature, (457) 343 

Functional genomics, (452) 57 

Functional motion, (460) 442 


Functional size, (449) 49 

Fungal o-amylase, (452) 346 

Fungal sphingolipid, (463) 241 

Fungicidal activity, (449) 105 

Fungus, (452) 365 

Fusion, (463) 255 

Fusion protein, (442) 226: (450) 117; (451) 257: (462) 61 
Fusion protein expression, (453) 341 


G 


Go, (459) 443 

GI/S transition, (452) 247; (460) 123 

G», (457) 23 

G2/M transition, (444) 32 

Ga.l5, (460) 53 

Gal6, (460) 53 

GABA, (450) 280 

G-actin, (445) 279 

Gain of function, (458) 193 

GAL4, (462) 221 

Galactomannan synthesis (gms) gene, (451) 295 

Galactosylceramide, (455) 339 

Galactosyltransferase, (451) 75 

B4-Galactosyltransferase, (459) 377 

64-Galactosyltransferase gene family, (450) 52 

Galanthamine, (463) 321 

GalB1l > 3GalNAcB1 4(NeuAca2 3)GalB1 > 4GlcB1 > 1’Cer, 
(456) 253 

Gallus gallus, (462) 19 

GalNAca2.6-sialyltransferase, (463) 92 

GalNAc-transferase, (460) 226 

Gamma carboxy glutamic acid, (445) 256 ee 

Ganciclovir, (444) 47 

Ganglioside, (453) 140; (456) 253: (457) 71: (458) 107 an 

Ganglioside GM 1, (457) 144 

Ganglioside GM3, (457) 144 

Gap junction, (451) 113; (453) 243 

Gastric acid secretion, (460) 178 

Gastric cancer, (455) 135 

Gastric chief cell, (459) 305 

Gastric mucosa, (460) 178 

Gastric mucosal cell, (452) 243 

Gastric parietal cell, (459) 305 

Gastrin, (445) 251 

Gastritis, (460) 221 

GATA, (459) 57 

GATA-1, (444) 47; (454) 331 

Gating, (459) 367 

Gaucher disease, (447) 167 

GB virus C/hepatitis G virus, (450) 294 

GBy. (463) 355 

G-box binding factor, (454) 95 

GC content, (464) 60 

GC-box, (453) 369 

GCMB., (442) 151 

GCN4, (453) 299 

Ger2p, (463) 307 

synthase, (463) 92 

GDP-p-mannose-4,6-dehydratase, (456) 370 

GDP-mannose transporter, (458) 309 

Gel mobility shift assay, (457) 38 

Gel retardation assay, (455) 63 

Gelatinase, (456) 93 

Gel-shift, (453) 85 

Gelsolin, (454) 233 

Gender, (450) 173 

Gene, (446) 278 : (452) 360; (454) 16. 75: (457) 509; (458) 409: (463) 139 

Gene deletion, (448) 105 

Gene delivery, (461) 96 

Gene duplication, (453) 346 
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Gene expression, (442) 147: (445) 269; (446) 251: (448) 283: (449) 245: a-Glucosidase, (458) 188 


(450) 84; (452) 141, 259; (453) 205; (454) 192; (455) 339; (457) 423: Glucosylation, (458) 204 
(458) 157: (459) 233; (463) 77, 265 Glucuronide, (458) 224; (463) 345 
Gene expression data, (451) 142 Glucuronyltransferase, (459) 415 
Gene expression regulation, (451) 289; (461) 229 Glut 4 translocation, (461) 277 
Gene family, (454) 131; (464) 123 GLUT4, (460) 338 
Gene library, (445) 231 Glutamate, (448) 91, 173: (456) 41: (458) 162 
Gene mapping, (446) 273 Glutamate |-semialdehyde aminotransferase, (450) 57 
Gene promoter, (458) 171 Glutamate transporter, (443) 97: (444) 160 
Gene redundancy, (464) 123 Glutamine, (448) 1; (455) 159 
Gene regulation, (444) 130; (445) 31: (450) 268; (452) 160; (453) 215: .-Glutamine:p-fructose-6-phosphate amidotransferase, (458) 215 
(462) 430 y-Glutamyl cycle, (445) 215 
Gene structure, (444) 38: (446) 142: (455) 209 y-Glutamy! transpeptidase, (448) 292 
Gene synthesis, (457) 57 y-Glutamylcysteine synthetase, (448) 292 
Gene therapy, (445) 119; (448) 67: (453) 41: (458) 151, 329, 405; (459) Glutamyl-tR NA synthetase, (449) 23 
1: (461) 96 Glutaredoxin, (443) 85: (449) 196 
Gene transcription, (455) 70 Glutathione, (442) 129: (443) 85, 235: (445) 274: (448) 292: (455) 59, 
Gene transfer, (442) 133: (450) 231: (453) 41; (454) 277; (460) 81 162 
General aminopeptidase, (445) 321 Glutathione conjugate, (445) 291 
Genetic polymorphism, (453) 187 Glutathione peroxidase, (445) 226: (458) 133; (459) 33; (460) 23 
Genistein, (447) 287 Glutathione reductase, (442) 29; (445) 274: (447) 135 
Genome, (445) 237; (452) 3: (456) 221: (463) 139 Glutathione transferase, (445) 347 
Genome evolution, (452) 11 V-glycan, (449) 175; (453) 391 
Genome instability, (460) 231 Glycation, (459) 233 


Genome project, (450) 72 p-Glyceraldehyde 3-phosphate dehydrogenase, (452) 219 
Genome screening, (445) 261 Glyceraldehyde 3-phosphate oxidoreductase, (462) 66 
Genomic differential display, (443) 341 Glycerol production, (461) 173 
Genomic imprinting, (458) 45 Glycine T2 transporter, (463) 301 
Genomic organization, (449) 259 Glycodelin, (450) 158 
Genomic sequence, (443) 370 Glycogen, (445) 173 
Genomic structure, (454) 131 Glycogen and starch biosynthesis, (446) 117 
Genomics, (451) 354; (452) 7 Glycogen phosphorylase /, (445) 173 
Genotype, (448) 105 Glycogen storage disease, (459) 255 
: Genotyping, (450) 66: (462) 159 Glycogen synthase kinase, (454) 157 
Geodia cydonium, (462) 12 Glycogen synthase kinase 3, (448) 86: (453) 260; (458) 247: (460) 433: 
Geothermal, (452) 22 (461) 120 
Geranylgeranyltransferase, (460) 235 V-Glycolylneuraminic acid, (464) 71 
Germ cell, (453) 243 Glycolysis, (445) 144; (449) 153; (455) 344; (463) 307 
Germ line transmission, (455) 101 Glycopeptide, (446) 203 
Germinal vesicle breakdown, (451) 284 Glycoprotein, (456) 257 
GH, (444) 155 Glycoprotein 160, (456) 97 x 
Gir. (459) 443 Glycoprotein allergen, (463) 189 : 
GIRK, (451) 279 Glycoprotein PDC-109, (444) 260 
Glial cell line-derived neurotrophic factor, (463) 63 Glycosaminoglycan, (452) 185; (453) 395; (459) 327, 415; (463) 121 “a 
Glioblastoma, (460) 373 §-Glycosidase, (445) 375 
Glioma, (443) 181 Glycosidase, (449) 175 
Global analysis, (458) 252 Glycosyl hydrolase, (445) 375; (448) 177 
Global fold, (458) 180 Glycosylation, (448) 41; (450) 158, 240; (451) 56: (463) 12 
Global genome repair, (463) 49 V-Glycosylation, (443) 175; (451) 19 
Global sequence space, (453) 145 O-Glycosylation, (449) 230; (460) 226 


Globin, (459) 349 
Globular structure, (442) 173 
Glucagon, (445) 306; (457) 455, 499 


Glycosylphosphatidylinositol, (457) 71 
Glycosyl-phosphatidylinositol anchor, (458) 299; (463) 273 
Glycosyl-phosphatidylinositol-linked receptor, (463) 63 


Glucagon antagonist des-His' -[Nle’-Ala'’-Ala'®], (457) 499 Glycosyltransferase, (450) 52; (452) 237; (460) 226: (461) 311 
Glucagon receptor, (457) 499 Glycoxidation, (445) 202 

Glucagon-like peptide |. (457) 499 GnRH, (448) 289 

§-Glucan-binding protein, (458) 129 Golgi, (462) 267 

4-a-Glucanotransferase, (457) 393 Golgi apparatus, (452) 67 

Glucoamylase, (447) 58 Golgi complex, (447) 179; (451) 315: (459) 310 

Glucocerebrosidase, (447) 167 Golgi membrane, (458) 309 

Glucocorticoid, (454) 277; (459) 200, 272: (462) 368: (464) 9 Gonadotropin-releasing hormone, third isoform in mammalian brain, 
Glucocorticoid modulatory element binding protein, (452) 170 (463) 289 

Glucocorticoid responsive element, (459) 200 Gonadotropin-releasing hormone/luteinizing hormone-releasing 
Glucokinase, (459) 211; (462) 453 hormone isoform, (463) 289 

Glucokinase regulatory protein, (456) 332; (459) 211 Goniothalamin, (456) 379 

Gluconeogenesis, (449) 153 Goto-Kakizaki rat, (458) 103 

Glucosamine-6-phosphate deaminase, (458) 141 gp120, (462) 467 

Glucosamine-6-phosphate isomerase, (459) 223 gp 130, (450) 117: (457) 43 

Glucose, (443) 53: (460) 527: (461) 329 gp160, (442) 39 

Glucose 6-phosphatase, (443) 53 GPD2 gene expression, (461) 173 

Glucose degradation product, (463) 260 GPl-anchor, (461) 149; (462) 47 cS 
Glucose metabolism, (446) 149; (456) 113 G protein, (443) 205; (444) 78; (450) 39; (451) 279; (456) 126; (459) 
Glucose repression, (453) 54, 219 443; (460) 37, 53(462) 459: (463) 355 


Glucose transport, (461) 13 G protein-coupled inward rectifier K* channel, (463) 355 


Glucose/insulin, (455) 165 G protein-coupled receptor, (445) 1, 251: (446) 103; (447) 251: (448) 
Glucose-6-phosphate, (459) 255: (460) 527 180; (451) 137; (456) 63: (457) 302: (462) 61, 459; (464) 25 
Glucose-6-phosphate dehydrogenase, (459) 223 G-protein coupling, (457) 389 

Glucose-fructose oxidoreductase, (447) 95 G protein-gated K* channel, (444) 265 
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G protein By subunit, (459) 186 
G,a/G\o protein, (464) 35 
G-quadruplex DNA, (453) 59 
Gramicidin S synthetase 2, (461) 145 
Granulocyte-macrophage colony-stimulating factor, (455) 223 
Granzyme, (459) 139 

B-Grasp folding. (459) 85 

Grb2., (453) 174: (456) 73 

Green bacterium, (456) 239 


Green fluorescent protein, (444) | ; (445) 431: (447) 53; (449) 277: (450) 


231: (455) 123: (456) 257: (457) 1, 283: (462) 37, 61, 425 
Green fluorescent protein-actin fusion, (445) 395 
Green rod, (447) 44 
Griffonia simplicifolia lectin 11, (451) 295 
GRK2. (451) 279 
GroEL, (461) 131 
GroEL minichaperone, (463) 371 
GroELS, (457) 393 
Growth, (448) 4 
Growth arrest-specific gene 6, (459) 363 
Growth hormone, (453) 63, 391 
Growth hormone release, (462) 464 
Growth hormone releasing factor, (456) 343 
Growth inhibition, (450) 210; (455) 135 
Growth suppressor, (447) 160 
GSK-3, (446) 228 
GST fusion protein, (456) 394; (459) 386 
GTP binding, (456) 384 
GTP shift, (447) 251 
GTPase, (445) 425: (456) 384: (462) 459 
GTPase activating protein, (453) 341: (459) 458; (460) 166 
GTPase activity. (463) 115 
GTP-binding protein, (458) 419 
Guanine exchange factor (GEF), (460) 153 
Guanine nucleotide exchange factor, (457) 85: (459) 186, 313 
Guanosine-5’-O-(3-thiotriphosphate), (457) 389 
Guanylate kinase-associated protein, (458) 295 
Guanylyl cyclase, (460) 27 
Guanylyl cyclase-activating protein 1, (460) 27 
Guanylyltransferase, (455) 45 
Guard-cell, (460) 495 
Guinea pig, (452) 233 
Guinea pig ileum, (461) 201 
Gulonolactone oxidase, (458) 359: (460) 539: (463) 345 


H* translocation, (463) 7 

H*/Ca** exchanger, (454) 181 

H*-ATP synthase, (457) 527: (463) 7 
H*-ATPase, (457) 527 

-ATPase regulation, (456) 22 

H* -PPase, (457) 527 

H* -PPi synthase, (457) 527 

H19, (458) 45 

H19 enhancer, (454) 81 

H19 function, (454) 81 

H19 gene, (454) 81 

Haem oxygenase, (447) 111 

Haemonchus contortus, (463) 189 
Hairpin DNA duplex, (444) 285 

Hairy root, (451) 45 

Haloalkane dehalogenase, (446) 177 
Halobacterium salinarium, (451) 147; (459) 143 
Halothane, (455) 332 

Hammerhead ribozyme, (448) 67 
Hamster cell, (455) 145 

Hatching, (462) 71 

HB-GAM, (454) 105 
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Helix-turn-helix, (458) 27 
Hemagglutinin, (448) 28: (463) 255: (464) 71 
Heme, (442) 203 
Heme « propionate, (456) 365 
Heme oxygenase, (458) 257 
Heme-copper binuclear center, (449) 191 
Heme-copper oxidase, (456) 365: (460) 6 
Hemochromatosis, (460) 149 
Hemoglobin, (443) 81: (447) 81: (462) 241 
Hemoglobin adduct, (452) 190 
Hemoglobin (Escherichia coli), (445) 389 
o-Hemolysin, (459) 438 
Hemolytic activity, (448) 62: (449) 105 
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Histidine, (458) 72 

Histidine biosynthesis, (454) | 

Histidine titration, (447) 13 

Histone, (443) 303; (454) 152: (463) 285 
Histone acetylation, (458) 45 
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Human CD19, (453) 164 
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Hyaluronic acid, (453) 283 

Hydrogen bond, (456) 361 

Hydrogen peroxide, (442) 65; (444) 1; (447) 264, 269, 274: (450) 178: 
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405; (460) 539 

Hydrogen production, (443) 144 

Hydrogen/Deuterium exchange, (445) 361 

Hydrogenase, (443) 144: (455) 162: (457) 291 
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Hydrophobic photolabelling, (445) 279 
Hydrophobic stripe, (463) 3 
Hydrophobicity, (450) 181: (462) 205 
Hydrophobization, (461) 141 
Hydrophobization of alpha-helices, (445) 183 
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8-hydroxydeoxyguanosine, (450) 178 
6-Hydroxydopa, (453) | 
3-Hydroxykynurenine, (453) 197 
Hydroxy polyenoic fatty acid, (464) 133 
17$-Hydroxysteroid dehydrogenase, (460) 373 
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167, 199: (463) 155, 365 

Inflammatory bowel disease. (463) 185 
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In-gel digestion, (457) 38 

Inhibition, (444) 65: (445) 144: (455) 321: (460) 23: (463) 341 

Inhibition of human immunodeficiency virus replication, (456) 186 

Inhibition of human immunodeficiency virus type | infection, (458) 15] 

Inhibition of transcription factor (NF-KB). (461) 136 
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Inositol 1.4,5-trisphosphate receptor, (456) 322 

Inositol hexakisphosphate kinase. (461) 169 

Inositol phosphate, (442) 99 

Inositol phosphorylceramide synthase, (463) 241 
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In situ hybridization, (445) 36, 207: (457) 381: (462) 31. 101 
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Insulin-like growth factor. (454) 252: (460) 423 
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Interleukin-2 receptor, (447) 24] 
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Intracellular loop, (445) 23 
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In vitro system. (463) 103 

In vitro transcription/translation, (457) 227 
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Jack-knife analysis, (451) 23 
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Jak2 kinase, (453) 63 

Janus kinase, (464) 9] 
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channel-blocking peptide, (457) 509 
symporter family, (450) 217 

uptake. (447) 144 

Kaposi's sarcoma, (445) 53 

Karmella, (453) 210 
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B-Lactoglobulin, (450) 158 
Lamin, (448) 197 
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Laser-induced fluorescence, (445) 256 
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Latency, (457) 262 
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Laticifer, (458) 185 

Latrophilin, (442) 25: (443) 348 

a-Latrotoxin, (442) 25; (443) 348 

LD78B, (457) 219 
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IdID cell, (451) 56 

Leaf, (456) 68 

Lec8 cell, (451) 295 

Lecithin-cholesterol acyltransferase, (447) 106 
Lectin, (449) 75 

Lectin affinity chromatography, (458) 112 

Lectin interaction, (456) 361 

Legumain homologue, (447) 213 
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Lens, (446) 269: (453) 197 

Lens epithelial cell, (456) 263 

Lens esculenta, (453) | 

Lentil, (453) | 

Lentil lectin, (443) 192 

Leptin, (444) 149: (455) 165, 170; (458) 261 

Leptin receptor, (463) 194 

Leptin resistance, (455) 170 

Lethal factor, (462) 199 

Leucine, (447) 303 

Leucine zipper, (443) 363: (453) 273: (456) 295 
Leucine-rich repeat, (456) 349; (458) 363 

Leucine-rich repeat protein, (447) 171 

Leukemia. (456) 399 

Leukemia inhibitory factor, (456) 103: (457) 43: (463) 39 
Leukotriene, (463) 155 

Leukotriene By, (453) 265 

Leukotriene Cy synthase, (449) 66 

Levansucrase, (448) 177 

Lewis x, (452) 237: (462) 289 

Leydig cell, (444) 160: (454) 317 

Library, (450) 105 

Ligand binding, (445) 19; (457) 13 

Ligand binding site, (443) 357 

Ligand producer, (459) 195 

Light harvesting complex, (449) 269 

Light induction, (458) 97 

ght regulation, (448) 153 

ghtcycler, (458) 354 

ght-harvesting complex II, (449) 211 
gnan, (445) 103 

gnin, (446) 355 

gnin biodegradation, (461) 115 
gninolytic enzyme, (451) 186 
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dextrin, (443) 215 Lung adenocarcinoma, (462) 129 
Linear dichroism, (456) | Lung cancer, (460) 321 
V-Linked glycan, (450) 111 Lung carcinoma, (454) 215 

inker, (450) 23 ung disease, (457) 437 

ipid, (458) 129 ung edema, (456) 93 
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Lipid A, (449) 271 Lung infection, (455) 215 
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pid bilayer membrane, (454) 349 uteolysis, (454) 225 
‘ ipid bilayer reconstitution, (461) 157 LWS photopigment, (461) 343 
ipid compound, (446) 113 Lycopene, (447) 17 
Lipid intermediate, (449) 289 Lymphocyte, (443) 31: (446) 194; (449) 206 
Lipid metabolism, (452) 7 Lymphocyte cytotoxicity, (459) 139 
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Lipid peroxidation, (445) 287: (446) 223: (447) 264: (449) 7: (458) 133: Lymphoma, (455) 276 
(459) 47, 259: (461) 115 Lyn. (460) 173 
Lipid raft, (462) 47 Lysine. (463) 341 : 
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Lipid-associated peptide. (460) 257: (464) 138 Lysophosphatidic acid (LPA), (460) 513 
Lipidic cubic phase, (457) 205 Lysophosphatidylcholine, (457) 241 
Lipoamide dehydrogenase, (448) 190 Lysosomal destabilisation, (445) 295 
Lipoate synthase, (453) 25 Lysosomal transporter, (446) 65 
Lipocalin, (446) 243: (449) 125; (450) 158: (460) 182 Lysosome, (442) 221: (443) 61: (447) 81: (448) 160 
Lipodepsipeptide. (462) 15] Lysosphingolipid, (453) 269 
Lipoplex, (459) 337 Lysozyme, (448) 33: (449) 93: (460) 442 
Lipopolyamine, (459) 337 
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(456) 227, 375 Lytic transglycosylase, (458) 429 
Lipopolysaccharide resistance, (463) 365 
Lipopolysaccharide-binding protein, (443) 139 
Lipoprotein, (446) 283; (451) 103 
Lipoprotein lipase, (462) | 


Liposomal doxorubicin, (460) 129 MI 
Liposome, (448) 193: (454) 137: (462) 273: (463) 165 


Liposome-cell interaction. (456) 306 
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Lipoxidation, (445) 202 
12-Lipoxygenase, (455) 105 


Lipoxygenase, (445) 287; (446) 142: (447) 277: (464) 133 a2-Macroglobulin, (463) 360 

Liquid chromatography-electrospray mass spectrometry, (462) 241 Macromolecular mimicry, (452) 41 

LIS]. (451) 99 Macrophage, (454) 47: (456) 375: (457) 381 : (459) 123. 453: (460) 472: 
Lissencephaly, (451) 99 (462) 1, 145: (463) 160 


Lithium, (448) 173: (453) 260: (457) 23 


Macrophage inflammatory peptide 1a, (457) 219 


Liver. (445) 45; (448) 193: (457) 214, 441: (459) 211: (460) 527 Macrophage-colony-stimulating factor receptor, (459) 19] 
Liver cell. (452) 259: (457) 455 Macula densa, (457) 475 
Liver mitochondria, (457) 179 Magainin, (442) 11; (449) 221 
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Localization, (451) 235; (455) 123 Maillard reaction, (453) 327 
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Long circulating liposome, (460) 129 Major protein zero, (457) 339 
Long Evans Cinnamon rat, (448) 53 mall] mutant, (458) 188 
Longevity, (448) 4 Malaria. (447) 149: (454) 210: (460) 217: (463) 43 
Longwave antenna chlorophyll. (460) 395 MalK., (448) 131 
Loop E-helix IV domain of SSrRNA. (451) 51 Malondialdeinyde, (459) 259 
Loop modeling, (455) 188 Maltose binding protein. (454) 307 
Loss of function. (458) 193 Maltose regulon. (448) 131 
Loss of heterozygosity, (462) 121 Mammary epithelial cell, (463) 194 
Loss of heterozygosity profile. (454) 215 Mammary gland, (463) 250 
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Lovastatin, (460) 123 Manganese. (451) 186 
Low density lipoprotein, (445) 287: (446) 283, 305: (450) 186: (451) Manganese complex, (450) 285 


103: (459) 47: (463) 29 Manganese peroxidase. (461) 115 
Low density lipoprotein binding, (444) 270 Manganese superoxide dismutase, (449) 115 
Low molecular weight PTP, (456) 73 Mannanase, (443) 149 
Low pH, (447) 144 
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Low protein, (448) 4 Mannose, (452) 319 
Low-density vesicle, (456) 97 Mannosidase, (449) 175 
: Lower critical solution temperature, (456) 306 MAP kinase, (446) 269: (460) 199; (461) 120, 323 
Lowest unoccupied molecular orbital, (450) 44 MAP kinase pathway. (461) 107 
Low-level chemiluminescence, (459) 47 Mapping, (452) 3 
L-selectin, (444) 201: (450) 111 Marine alga, (462) 402 
L-type calcium channel, (442) 70: (451) 152 Marine bacterium, (444) 170 
L-type pyruvate kinase gene, (459) 9 Marine invertebrate, (464) 153 
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Mast cell, (457) 381; (459) 195 
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Matrix metalloproteinase 9, (455) 70 
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MECL-1 TIA, (454) 11 
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Melanocortin, (451) 137 
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Melanoma, (446) 292 
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Melatonin. (449) 206 
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Membrane, (460) 107 

Membrane binding, (459) 463 

Membrane capacitance, (460) 495 

Membrane degradation, (454) 345 

Membrane disturbing activity. (449) 93 

Membrane domain, (457) 117 

Membrane fluidity. (446) 113, 169 

Membrane fusion, (446) 40; (447) 129: (448) 28: (452) 223 

Membrane homeoviscosity. (463) 281 

Membrane localization, (457) 515 

Membrane orientation, (455) 228 

Membrane permeability transition, (464) 97 

Membrane permeabilization, (449) 221 

Membrane potential, (443) 187: (444) 250: (445) 409; (449) 53: (456) 
41; (464) 189 

Membrane protein, (442) 11: (445) 366: (449) 17. 101; (451) 209, 243: 
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Membrane protein topology, (457) | 

Membrane rigidity, (448) 193 

Membrane ruffling, (452) 355 

Membrane tension. (460) 495 

Membrane thinning, (461) 178 

Membrane topology, (446) 264: (454) 345 
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Membrane transport, (443) 321; (459) 310 

Membrane vesicle, (458) 41 

Membrane-associated protein, (445) 279 

Membrane-mimicking solvent, (460) 263 

Membrane-type enzyme, (457) 353 

Menadione, (449) 235; (462) 317 

Meprin, (462) 368 

Messenger RNA editing, (452) 71 

Metabolic Control Analysis. (445) 144 

Metabolic conversion, (443) 170 

Metabolic engineering, (449) 153 

Metabolic rate, (443) 326 

Metabolism, (449) 179: (452) 11: (459) 259 

Metabotropic, (448) 91: (462) 278 

Metal analysis, (447) 29 

Metal binding, (452) 379 
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Metal ion, (452) 26: (457) 193 

Metal transfer, (445) 27 
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Metallo-B-lactamase, (443) 109 

Metalloendopeptidase, (462) 368 

Metalloprotease, (462) 199 

Metalloproteinase, (462) 140 

Metalloregulation, (445) 27 

Metallothionein, (455) 55: (457) 214; (462) 383 

Metastasis, (450) 268; (451) 315; (455) 145 

Methanogenesis, (457) 29] 
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Methanophenazine, (457) 291 
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Methionine oxidation, (442) 48; (456) 17 

Methionine sulfoxide, (455) 247 

Methionine sulfoxide reductase. (456) 17 

Methotrexate, (459) 128 
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Methyl bromide, (452) 190 
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Methyl viologen, (462) 421 

3-Methylcholanthrene, (463) 345 

5-Methylcytosine, (460) 380 

Methylglyoxal, (463) 260 

\-Methyl-b-aspartate receptor, (458) 295 

2-C-Methyl-p-erythritol. (455) 140 

Methylmercury, (458) 215 

Methylotrophic yeast, (457) 397; (459) 233 

(461) 196 

|-Methyl-4-phenyl-2,3-dihydropyridinium, (461) 196 

Methyltransferase, (449) 165: (455) 45, 349 

MexD, (458) 32 

Mg chelatase, (455) 349 

mGluR 1a, (448) 91 

mGluR Ic, (462) 278 

Micellar catalysis, (457) 193 

Micelle, (446) 213 

Microbody. (451) | 

Microfilament, (463) 67 

Microfilament organization, (451) 68: (455) 117 

Microinjection, (446) 313; (447) 135: (448) 283 

Microisolation, (463) 295 

Microsatellite, (455) 70 

Microsatellite marker, (462) 121 

Microsatellite marker D7S522, (448) 221 

Microsome, (445) 41; (446) 69 

Microtubule, (443) 317; (446) 228: (451) 39; (452) 96; (453) 224 

Microtubule assembly, (443) 93 

Microtubule interacting protein-90, (457) 343 

Microtubule-associated protein, (453) 224 

Microtubule-associated protein 1B. (451) 15 

Microvillus, (449) 101 

Microviscosity, (446) 194 

Midbody, (459) 159 

Mig! p, (453) 54, 219 

Milk protein, (463) 250 

Mimicry, (444) 145; (455) 8 

Mineralocorticoid, (464) 9 

Minimal sequence, (462) 363 

Minimized human agouti related protein, (451) 125 

Misactivation, (461) 145 

Misfolding, (460) 11: (462) 387 

Missense mutation, (461) 246 

Mistletoe lectin, (452) 211: (464) 63 

Mitochondria, (442) 203; (443) 367: (444) 75, 245, 250, 291: (445) 41, 
189, 295; (446) 1, 69; (447) 10: (448) 123: (449) 53: (451) 243; (452) 
100, 115, 290; (453) 67; (454) 37, 127, 173, 220: (456) 37,41, 171, 281: 
(457) 122, 126, 131: (458) 103, 261: (460) 153, 241, 491: (462) 192, 
317, 411. 472: (463) 103, 151: (464) 97, 184, 189 

Mitochondria import, (449) 201 

Mitochondrial biogenesis, (444) 186 

Mitochondrial calcium transport, (453) 400 

Mitochondrial depolarisation, (458) 162 

Mitochondrial DNA, (443) 71: (457) 122 
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Mitochondrial DNA binding protein, (457) 307 

Mitochondrial dysfunction, (452) 57; (455) 199 

Mitochondrial enzyme, (443) 170 

Mitochondrial import, (442) 193; (460) 309 

Mitochondrial import signal, (460) 103 

Mitochondrial inhibitor, (458) 162 

Mitochondrial inner membrane translocase TIM22. (464) 41 

Mitochondrial membrane permeability transition, (457) 139 

Mitochondrial membrane potential, (442) 65; (443) 181; (453) 400: 
(456) 171: (462) 295 

Mitochondrial NADH, (457) 139 

Mitochondrial outer membrane, (461) 9 

Mitochondrial protein import, (464) 53 

Mitochondrial respiration, (457) 75 

Mitochondrial toxicity, (460) 103 

Mitochondrial transmembrane potential, (462) 108 

Mitochondrium, (447) 21, 65 

Mitogen-activated protein kinase, (443) 126; (444) 71; (447) 203: (449) 
61, 284; (451) 63, 337: (452) 254: (454) 252: (455) 203: (456) 196: 
(457) 385; (458) 137: (459) 405; (461) 273: (463) 63, 231. 317 

Mitogen-activated protein kinase kinase, (462) 199 

Mitogen-activated protein (MAP) signaling pathway, (455) 183 

Mitogen-associated protein kinase, (444) 173: (453) 387 

Mitogenic signalling, (451) 337 

Mitosis, (443) 126: (460) 187 

Mitotic cyclin, (462) 211 

Mitotic spindle, (459) 159 

Mixed disulfide, (443) 85 

MMP. (457) 262: (462) 261 

MMP-1 Activation of MMP-1, (461) 153 

MMP-?, (456) 93 

MMP-8, (443) 8 

MMP-9, (456) 93 

Mn-* dependency, (447) 29 

Mn-* -bound form, (458) 93 

mobA, (462) 358 

Model structure, (446) 127 

Modified nucleoside, (452) 47: (454) 142 

Modular protein, (463) 277 

Modularity, (463) 375 

Modulation, (457) 441 

Module, (459) 133: (460) 61 

moe B, (462) 358 

Moesin, (443) 31 

Mohr-Tranebjaerg syndrome, (464) 41 

Molecular chaperone, (446) 287; (455) 271: (458) 117: (461) 125 

Molecular characterization, (464) 153 

Molecular cloning, (443) 267: (447) 76 

Molecular colony technique, (450) 89 

Molecular crowding, (446) 117 

Molecular display, (442) | 

Molecular dynamic, (453) 90; (456) 301: (457) 414 

Molecular dynamics simulation, (455) 332 

Molecular evolution, (450) 95; (453) 29: (457) 28: (459) 399 

Molecular hydrophobicity potential, (462) 205 

Molecular modelling, (450) 144 

Molecular orientation, (451) 197 

Molecular phylogeny, (463) 129 

Molecular recognition, (461) 131 

Molecular sequence data, (445) 231 

Molluscum contagiosum virus, (460) 544 

Mollusk, (460) 81 

MOLT-4 cell, (456) 186 

Molten globule, (445) 361; (455) 325 

Molybdenum cofactor, (462) 358 

Monellin, (454) 122 

Monoamine oxidase, (461) 196 

Monoclonal antibody, (451) 308 ; (452) 211: (453) 375: (455) 291 - (458) 
313: (464) 63 

Monocyte, (459) 453; (462) 140 

Monocyte chemoattractant protein-1, (454) 27 

Monocyte chemotactic protein, (448) 273 

Monolayer, (456) 253 

Monolayer-bilayer equilibrium, (446) 169 

Monooxygenase, (451) 351 

Monophyly, (462) 12 

Monovalent cation, (457) 193 

Monozygotic twins, (443) 341 
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Monte Carlo simulation, (462) 205 
Morphogenese, (456) 165 

Mos, (463) 317 

Mos transformation, (461) 107 

Mosquito, (455) 219 

Mossbauer spectroscopy, (450) 135; (459) 411 
Mossy fiber, (445) 80 

Motifer, (456) 85 

Motoneuron, (457) 28 

Mouse, (442) 112: (446) 323: (456) 315; (458) 141 
Mouse air pouch, (453) 129 

Mouse full-length cDNA, (464) 129 

Mouse homologue, (458) 37 

Mouse macrophage. (454) 152 

Mouse organ, (462) 353 

Mouse peritoneal macrophage, (453) 129 
Movement protein, (461) 223 

mRNA, (452) 77: (454) 147: (460) 427: (463) 15: (464) 118 
mRNA 5S’ untranslated region, (464) 60 

mRNA competition, (462) 161 

mRNA differential display. (446) 292 

mRNA expression, (462) 368 

mRNA loop, (443) 167 

mRNA stability, (462) 407 

mRNA translation initiation, (453) 387; (457) 489 
mRNA transport, (458) 324 

MRP family. (456) 327 

Mrp2. (442) 208 

MT-4 cell. (456) 186 

MT4-MMP, (457) 353 

mtDNA, (445) 197 

mTOR, (453) 387: (457) 489 

Mu opioid receptor, (456) 196 

gene, (461) 189 

MUC2, (449) 230 

Mucin, (449) 230: (460) 226 

Mucin secretion, (464) 48 

Mucosal immunization, (446) 299 

Multidrug efflux, (458) 32 


Multidrug resistance, (456) 327 


Multidrug resistance pump, (456) 389 

Multidrug resistance-associated protein, (443) 321 

Multidrug resistance-associated protein 2, (459) 381 

Multienzyme, (461) 145 

Multiple deletion, (464) 123 

Multiple inositol polyphosphate phosphatase, (442) 99 

Multiple peptide synthesis, (451) 231 

Multiple sequence alignment, (448) 177 

Multisynthetase complex, (447) 217 

Multivesicular body, (452) 61 

Muramidase, (449) 93 

Muramy] peptide, (454) 152 

MurC, (453) 15 

MurD, (453) 15 

MurG transferase, (449) 289 

Murine erythroleukaemia cell cycle. (453) 249 

Murine leukemia virus, (455) 276 

Muscle development, (443) 381 

Muscle differentiation, (461) 107 

Muscle fiber type, (455) 267 

Muscle metabolism, (450) 173 

Muscle thin filament, (463) 146 

Muscle-specific isoform, (456) 243 

Muscle-specific tyrosine kinase, (442) 133 

Muscular dystrophy, (447) 124 

Mushroom, (448) 75 

MuSK splice variant, (442) 133 

Mutagenesis, (445) 111: (451) 342: (452) 155; (453) 107: (456) 403: 
(458) 175 

Mutant, (450) 139; (463) 179 

Mutant B,-thyroid hormone receptor, (450) 35 

Mutant isolation, (451) | 

Mutation, (446) 228; (453) 237; (454) 201; (459) 255; (462) 85 

Mutation pattern, (450) 294 

MxA GTPase, (463) 24 

Myb DNA-binding domain, (460) 401 

MYC homology. (446) 273 

Mycobacterial porin, (454) 349 
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Mycobacterium bovis BCG, (454) 349 
Mycolic acid, (454) 349 

Mycoplasma genitalium, (445) 6 
Vycoplasma pneumoniae, (445) 6 

Myelin, (457) 339 

Myelin basic protein, (457) 200 
Myelin-associated glycoprotein, (444) 59 
Myelination, (457) 200 

Myeloblastin, (457) 437 

Myeloid cell differentiation, (446) 86 
Myeloid leukemia cell, (444) 5 

Myeloma, (446) 194 

Myeloperoxidase, (443) 154, 290: (452) 295 
Myoblast. (454) 277 

Myocardial hypertrophy, (460) 57 

MyoD, (461) 107 

Myofibroblast, (442) 61 

Myometrium, (460) 427 

Myosin, (460) 86 

Myosin binding protein C, (453) 254 
Myosin heavy chain, (454) 303 

B-Myosin heavy chain, (461) 246 

Myosin heavy chain isoform, (455) 267: (463) 15 
Myosin light chain, (445) 69; (446) 233: (448) 101 


Myosin light chain kinase, (448) 101: (451) 81: (463) 67 


Myosin phosphatase, (448) 101 
Myosin regulation, (453) 254 
Myotis daubentoni, (457) 409 
Myotonia, (448) 231: (456) 54 
MYPT., (455) 175 
Myxoxanthophyll. (454) 247 


N 


Na” feedback, (459) 443 

Na” pump. (462) 402 

Na® selective channel, (446) 351 

Na*/Ca** exchange, (448) 173 

Na’ /Ca** exchanger, (446) 264: (457) 423 
Na’ antiporter, (443) 11] 

Na’/H~ countertransport, (462) 402 

Na’/H~ exchanger NHE-! isoform, (449) 61 
symporter, (450) 217 

(460) 533 

Na*/K*-ATPase. (455) 8: (456) 41, 45 

Na’ -ATPase, (462) 402 

Na’ Fo, (453) 35 

(N°-(CH>)>SH)Gly™ )BPTI, (460) 67 
Nacreous layer, (462) 225 

Na current kinetics, (462) 117 

NAD biosynthesis, (444) 222: (455) 13 
NAD-dependent formate dehydrogenase, (445) 183 
NADH dehydrogenase fragment, (460) 207 
NADH oxidation, (454) 37 


NADH-ubiquinone oxidoreductase, (444) 245; (451) 157: (455) 36: 


(460) 207 
NADH-ubiquinone reductase, (444) 211 
NADP?” , (446) 149: (455) 359: (456) 370 
NADPH, (451) 227 
NAD(P)H, (464) 97 
NADPH binding, (443) 251 
NAD(P)H dehydrogenase, (457) 5 
NADPH oxidase, (449) 225: (452) 243: (455) 257 
NAD(P)H :quinone reductase, (463) 382 


NADPH-protochlorophyllide oxidoreductase (POR). (445) 445 


NADP-malate dehydrogenase, (444) 165 
Nafl, (442) 83 

Na,K-ATPase, (456) 243 

Na/K pump, (456) 285 

Naked DNA transfection, (447) 39 
Naphthylquinoline, (447) 223 

Napsin A antibody, (462) 135 


Na-pump. (456) 45 

Nascent polypeptide-associated complex, (458) 51 
Natriuretic peptide, (445) 57; (452) 314 
Natural microflora, (451) 249 

Natural product. (463) 321 

NB4 cell, (460) 297 

N-CAM. (451) 162: (464) 30 
NCI-H292 cell line, (455) 215 
N-copine, (453) 77 

Near infrared light emission, (443) 154 
Near-field scanning optical microscopy, (452) 223 
Necrosis, (447) 71; (457) 139: (461) 306 
Nef, (442) 83 

nef, (459) 399 

Negative cis element, (454) 61 

Negative cooperativity, (448) 15 
Nematode, (461) 59: (463) 270 
Neoglycolipid, (456) 361 

Neomycin, (453) 72 

Neoplasm, (455) 286 

Neoschizomer, (448) 38 
Neovascularization, (455) 286 


Nerve growth factor, (445) 329: (447) 209: (457) 93: (460) 191: (463) 


231 
Nervous system, (447) 76 
Neuraminic acid biosynthesis, (454) 34] 
Neuregulin, (447) 227 
Neurexin, (442) 25 
Neurite outgrowth, (445) 155; (464) 30 
Neuritogenesis, (442) 95 
Neuroblastoma, (445) 415: (446) 218: (455) 59 
Neuroblastoma cell, (457) 93 
Neurodegeneration, (446) 261; (447) 195 
Neurodegenerative disease, (456) 181 
Neuroendocrine tumor, (450) 210; (458) 378 
Neuroepithelial cell, (457) 43 
Neurofibrillary tangle, (451) 39 
Neurofilament, (455) 83 
Neurofilament L, (455) 83 
Neurokinin A, (447) 155 
Neurological disease, (448) | 
Neuromedin B, (460) 263 
Neuromelanin, (457) 18 
Neuromuscular junction, (444) 22 
Neuron, (443) 89; (446) 157: (458) 107 
Neuronal, (461) 37 
Neuronal culture, (455) 83 
Neuronal differentiation, (454) 321 
Neuropeptide, (457) 522 
Neurotoxicity, (448) 173: (450) 205: (458) 65 
Neurotoxin, (442) 183; (444) 275 
Neurotrophin, (457) 246 
Neutral endopeptidase, (460) 139 
Neutralization, (442) 183: (458) 313 
Neutrophil, (446) 15; (451) 33: (454) 165: (455) 257 
Neutrophil apoptosis, (453) 67 
Neutrophil collagenase, (443) 8 
NF-KB, (449) 28: (458) 343: (463) 295 
NF-«B activation, (455) 311 
NF-Y, (455) 111, 281 
NG108-15, (446) 218 
NGF, (445) 155 
NGFI-A, (461) 37 
Vicotiana tabacum, (452) 263; (458) 204: (460) 117 


Nicotinamide mononucleotide adenylyltransferase, (455) 13 


Nicotinamide nucleotide, (444) 211: (446) 127 
Nicotine, (460) 321 

«7-Nicotinic acetylcholine receptor, (454) 293 
Nicotinic acetylcholine receptor, (450) 273; (457) 117 
NifA protein, (447) 283 

nifH, (449) 159 

nim1/edr1, (443) 71 

NIMA, (452) 92 

NIMA-related kinase 2, (452) 92 

NIPP1, (455) 175 

Nitrate reductase, (455) 75; (462) 358 

Nitrate uptake, (463) 216 

Nitration, (445) 226 


109 
| 


110 


Nitric oxide, (442) 48 : (443) 37: (444) 75; (445) 212, 274. 389: (446) 261: 
(448) 292: (449) 79: (452) 165, 181, 290: (453) 229, 365: (454) 127. 
177: (455) 179, 243, 291: (456) 201 : (457) 375: (458) 257: (459) 238: 


(462) 241 
Nitric oxide reductase, (445) 389: (460) 6 
Nitric oxide synthase, (445) 80; (454) 321 
Nitrite, (453) 229 
Nitrite reductase, (454) 127 
Nitrite reduction, (448) 157 
Nitrobenzene, (450) 44 
Nitrobenzimidazolone, (450) 44 


ceramide, 


(463) 241 
Nitrogen fixation, (447) 283; (449) 159 
Nitrogen monoxide, (443) 81 
fluorenylmethoxycarbony! amino acids, (449) 187 
Nitrosation, (453) 229 
$-Nitrosoglutathione, (449) 79 
S-Nitrosohemoglobin, (462) 241 
S-Nitroso--cysteine, (442) 162 
§-Nitrosothiol, (445) 274; (454) 177: (462) 241 
S-Nitrosylation, (442) 162: (459) 319 
Nitrotyrosine, (455) 243; (459) 43 
Nitryl chloride, (455) 243 
receptor, (447) 155 
NK -lysin, (462) 155 
Nkx6.1, (461) 287 
NMDA receptor, (464) 174 


Nuclear Magnetic Resonance, (445) 361 : (446) 127; (451) 181: (453) 


107: (456) 343: (457) 117: (458) 180, 387; (460) 263 
Nuclear Magnetic Resonance assignment, (459) 51 
NO catastrophe, (453) 229 
Nociceptin receptor, (460) 53 
Nociceptive neuron, (462) 117 
Nocodazole, (459) 159 
Non-enzymatic microbicidal activity, (449) 93 
Non-enzymatic reaction, (449) 235 
Non-genomic effect, (464) 25 
Non-insulin dependent diabetes mellitus, (458) 103 
Non-ionic detergent, (457) 193 
Non-lamellar phase, (455) 228 
Non-obese diabetic mouse, (455) 101] 
Non-phenolic B-O-4 lignin model dimer, (446) 355 


Non-phosphorylating glyceraldehyde-3-phosphate dehydrogenase, 


(449) 153 
Non-redox active metal, (456) 365 
Non-selective cation current, (445) 402 
Non-steroidal antiinflammatory drug, (445) |: (446) 318 
Non-structural protein 3, (458) 415 
Non-viral vector, (443) 61 
Noradrenaline, (442) 167 
Normal mode analysis, (463) 19 
Normal rat kidney fibroblast, (446) 256 
Northern blot analysis, (449) 12 
Notch, (463) 245 
Notch], (455) 276 
Norl jumping clone, (448) 149 
NPF motif, (454) 356 
NSCLC, (454) 100 
N-She, (459) 105 
NtcA, (449) 159 
N-terminus, (463) 336 
N-Terminus sequencing, (457) 307 
ntp operon, (454) 67 
Nuclear export, (447) 311: (452) 77, 82: (462) 453: (463) 327 


Nuclear factor KB, (442) 89, 147: (443) 331: (444) 1: (449) 115: (455) 


55; (460) 191, 315; (462) 140 

Nuclear factor KB cascade, (453) 293 

Nuclear factor «B inhibition, (460) 246 

Nuclear factor-Y, (460) 41 

Nuclear gene mutation, (455) 199 

Nuclear import, (452) 82: (463) 327 

Nuclear localization, (447) 292: (464) 91 

Nuclear localization sequence, (452) 335 

Nuclear localization signal. (442) 235; (451) 118: (453) 41: (45 
(461) 229 
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Nuclear magnetic resonance, (442) 15, 138: (444) 47, 239: (446) 81: 


(451) 162: (453) 318: (454) 293: (455) 63, 228, 302: (456) 409 


Nuclear magnetic resonance structure, (444) 275: (446) 213: (451) 125 


Nuclear matrix, (453) 273: (458) 324 
Nuclear membrane, (460) 369 

Nuclear microscopy, (459) 218 

Nuclear mRNA metabolism, (458) 324 
Nuclear phosphatase, (453) 308 

Nuclear pore complex, (452) 77: (463) 327 
Nuclear protein import, (442) 235 
Nuclear receptor. (454) 109: (463) 205: (464) 179 
Nuclear retention, (458) 324 

Nuclear targeting sequence, (442) 151 
Nuclear targeting signal. (462) 221 
Nuclear translocation, (444) |: (451) 63 
Nuclear transport, (446) 35 

Nuclease, (450) 251 

Nuclease active site motif, (463) | 

Nucleic acid analogue, (456) 59 

Nucleic acid-peptide interaction, (444) 231 
Nucleoid-associated protein, (455) 63 
Nucleolus, (452) 335 

Nucleoside analog, (460) 103 

Nucleoside diphosphate kinase, (444) 291; (445) 155: (449) 83 
Nucleoside kinase, (460) 103 

Nucleosome, (452) 215 

Nucleosome compaction, (452) 267 
Nucleosome mapping. (444) 117 
Nucleosome positioning, (452) 267 
Nucleosome remodelling. (452) 215 
Nucleotide binding. (443) 105; (464) | 
Nucleotide database, (456) 85 

Nucleotide excision repair, (463) 49 
Nucleotide sequence, (448) | : (460) 447 
Nucleus. (446) 6: (448) 197 

Nudix hydrolase, (444) 222 


O 


O,” -generating activity, (462) 254 

O-antigen, (456) 227 

Oblob mouse, (458) 261 

Obesity. (442) 167: (451) 215: (456) 207: (462) 101: (464) 189 
Oblique-oriented peptide, (462) 205 
1-O-Octadecyl-2-O-methylglycerophosphocholine, (454) 137 
Octasaccharide, (446) 327 

25-OH Cholesterol. (463) 83 

Okadaic acid, (459) 391; (461) 277 

Oleamide, (463) 281 

Oleic acid, (454) 42: (463) 281 

Olfaction, (458) 333 

Olfactory epithelium, (450) 126 

(2'-5’ joligoadenylate, (457) 9 

(2'-5’ )Oligoadenylate synthetase, (462) 12 
Oligoadenylate synthesis, (457) 9 
Oligonucleotide, (442) 20; (450) 23: (462) 467 
Oligonucleotide 3’- or 5’-thiophosphate, (444) 285 
Oligonucleotide primer, (452) 386 
Oligonucleotide-peptide conjugate, (456) 59 
Oligopyrimidine tract, (456) 357 
Oligosaccharide, (443) 149; (452) 319 
OmpAb, (443) 57 

OmpC, (453) 380 

OmpP., (461) 6 

OmpT, (461) 6 

Oncogene, (443) 370 

Onconase, (463) 211 

Oncorhynchus keta, (446) 251 

Oncostatin M, (459) 453 

Oocyte, (457) 175 

Oocyte maturation, (463) 317 
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Open reading frame, (445) 6 

Opioid peptide, (456) 352 

Opioid receptor, (456) 126 

ut Opioid receptor, (447) 318 

Optical tweezers, (443) 337; (459) 39 

(446) 189 

Order of velocity, (455) 267 

Oreochromis aureus, (459) 57 

Orexin A, (457) 157 

Organelle formation, (448) 201 

Organelle fusion, (461) 25 

Organic anion, (446) 65 

Organic anion transport, (453) 351 

Organic anion transporter, (459) 128 

Organic anion transporting polypeptide 2, (445) 343 

Organic cation transporter. (461) 339 

Organic matrix, (462) 225 

Organic nitrate, (452) 165 

Oriented purple membrane, (459) 5 

Origin, (452) 87 

oriN, (448) 235 

Ornithine, (450) 123 

Ornithine decarboxylase. (446) 18: (454) 192 

Ornithine decarboxylase antizyme, (446) 18 

Ornithine sensitivity mutation, (461) 101 

Ornithine transcarbamylase gene, (461) 101 

Orphan ligand, (462) 177 

Orphan receptor, (459) 195 

Orphan transporter, (443) 267 

Orphanin FQ receptor, (460) 53 

Oryza, (464) 143 

Oryza sativa, (450) 231 

OS-9, (453) 77 

Osmotic lysis, (444) 170 

Osmotic stress, (457) 80: (458) 219 

Osteoarthritis. (455) 238, 286 

Osteoblast, (460) 315 

Osteoclast, (457) 405: (458) 409: (463) 295 

OTX2. (445) 160 

Ouabain, (456) 41 

Outer envelope, (452) 52 

Outer envelope protein, (46() 491 

Outer membrane, (449) 221 

Outer membrane protein, (443) 57 

Outward rectifier K* channel. (458) 285 

Ovalbumin, (452) 181 

Ovarian cancer, (460) 513 

Ovary, (463) 160 

Overexpression, (460) 207, 338 

Oviductal extract, (462) 71 

Ovine, (463) 194 

Ovine species, (445) 207 

Ovocleidin, (463) 12 

Ovokinin, (452) 181 

Oxalate monoalkylamide, (453) 327 

1 (442) 162 

Oxazolopyridocarbazole, (460) 270 

Oxidant damage, (447) 111 

Oxidation, (445) 226: (451) 103; (453) 159 

Oxidative alteration, (453) 124 

Oxidative DNA damage, (450) 178 

Oxidative phosphorylation, (444) 206; (447) 131: (448) 123; (458) 103 

Oxidative potential, (464) 184 

Oxidative refolding, (460) 477 

Oxidative stress, (445) 98, 274: (446) 223. 261: (448) 120: (449) 53: 
(451) 227: (455) 247: (457) 90: (459) 33, 218: (460) 212, 309: (461)47. 
334; (462) 392 

Oxidized low density lipoprotein, (448) 49: (449) 141; (455) 243; (462) 
145 

2-Oxo acid decarboxylase. (457) 298 

8-Oxo-2’-deoxyguanosine, (460) 549 

5-Oxo-t-prolinase. (445) 215 

Oxygen, (450) 178 

Oxygen binding, (451) 351 

Oxygen evolution, (446) 23; (449) 264 

Oxygen radical, (453) 278: (461) 268 

Oxygen sensing, (454) 173; (457) 53 

Oxygenase, (442) 215 


Oxysterol, (446) 163; (451) 103 
Oxythiamine, (456) 113 


P 


P2 receptor, (458) 424 

P2Y receptor, (445) 402 

P>,> receptor, (461) 273 

P2Z. (447) 71 

P20, (457) 149; (462) 25 

p21, (444) 32 

p21 Ras, (443) 112 

P21", (444) 125 

(455) 315 

p24 family. (447) 179 

p27KP! (455) 281 

p36 RACK analogue, (443) 375 

p38. (448) 301: (454) 271; (455) 203 

p38y. (461) 323 

p40phox, (455) 257 

p48, (459) 205 

p53. (445) 265, 269: (447) 5, 160: (450) 197; (455) 315: (461) 299: (462) 
57: (463) 179, 312 

p55", (463) 350 

p56'**, (443) 187 

p70 S6 kinase. (447) 303 

p70%°* (446) 122 

975! (463) 231 

P75NTR (457) 93 

(460) 191 

p85 phosphatidylinositol-3-kinase, (455) 307 

p203. (456) 31 

p204, (456) 31 

p204a/p203h hybrid protein, (456) 31 

P450, (451) 351: (461) 241 

P450 catalytic cycle, (462) 283 

P450 cam. (451) 342 

P680, (449) 264 

Packaging, (458) 387 

Packing angle, (463) 3 

PACSIN, (454) 356 

Paired helical filament, (451) 39 

pALDH. (461) 9 

Palmitoylethanolamide, (454) 267 

Pancreas, (443) 53: (448) 45; (450) 191 

Pancreatic o cell, (444) 265 

Pancreatic acinus, (445) 356 

Pancreatic B-cell, (459) 238: (461) 287 

Pancreatic islet, (445) 306, 315 

Pancreatitis, (461) 268 

Pandinus imperator, (460) 447 

Pantetheinase, (461) 149 

Panton-Valentine leucocidin, (461) 280 

Papain, (445) 311 

Par-4, (462) 187 

Paracoccus denitrificans, (448) 157; (458) 83 

Paraffin-embedded tissue. (460) 285 

Parallel stranded DNA, (460) 270 

Paramagnetic, (442) 215 

Paramagnetic lanthanide ion, (460) 519 

Parasitoid, (451) 303 

Parathyroid hormone, (444) 239; (458) 370: (460) 315 

Parathyroid hormone-related peptide. (463) 265 

Parathyroid hormone-related peptide receptor, (463) 265 

Parathyroid hormone-related protein, (444) 239 

Parkinsonism, (461) 91 

Parkinson’s disease, (457) 18: (461) 196 

Partition coefficient, (453) 229 

Parturition, (454) 225 

Parvalbumin, (442) 241 

Parvulin, (446) 278 

Passive vaccination, (445) 53 
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Pasteurella haemolytica, (445) 325 

Patch clamp, (444) 265; (451) 113 

Patch-clamp, (442) 129; (444) 65: (447) 115 

Pathway calculation, (457) 277 

P-ATPase. (456) 243 

Pattern recognition, (443) 139 

Pax6, (445) 306, 315 

Paxillin, (455) 145; (460) 161 

pbhh1 (460) 187 

PBP. (464) 85 

PC 12, (461) 273 

PC 12 cell, (445) 155, 329: (447) 209; (450) 205; (457) 53 

PC12W cell, (443) 75 

PC12W2 cell, (444) 111 

PDES, (446) 218 

PDGF receptor phosphorylation. (459) 64 

P-domain, (450) 191 

PDX-1, (445) 315: (461) 229 

PdxJ, (449) 45 

PDZ, (460) 191 

Pectin methylesterase, (461) 223 

Pectolyase, (459) 263 

Penicillin-G acylase, (456) 89 

Pentachlorophenol, (459) 395 

Pentose phosphate pathway, (446) 149: (459) 223 

Peptidase inhibitor, (451) 45 

Peptide, (446) 30; (448) 217; (458) 329: (461) 131; (463) 121. 133 

Peptide antibiotic, (442) |! 

Peptide degradation, (443) 131 

Peptide delivery, (459) 230 

Peptide folding, (457) 414 

Peptide hydrolysis, (454) 11 

Peptide isolation, (460) 257 

Peptide mapping. (444) 260 

Peptide metabolism, (455) 219 

Peptide methionine sulfoxide reductase, (455) 24 

Peptide nucleic acid, (451) 264 

Peptide structure, (444) 239: (460) 263 

Peptide substrate specificity, (456) 403 

Peptide synthesis, (443) 220: (456) 89 

Peptide synthetase, (461) 145 

Peptide transport, (457) 23 

Peptidoglycan, (449) 289: (453) 15 

Peptidyl-proly! cis/trans isomerase. (446) 278 

Peptidyltransferase, (446) 60 

Peribacteroid membrane, (447) 49 

Pericyte, (445) 215 

Perinatal, (452) 290 

Peripheral blood lymphocyte, (462) 335 

Peripheral blood monocyte, (442) 246 

Periplasmic expression, (463) 336 

Peritoneal dialysis, (463) 260 

Peritoneal membrane, (463) 260 

Permeability transition, (445) 189 

Peroxidase, (443) 229; (452) 233: (457) 80: (462) 254 

Peroxidation, (446) 1: (450) 186 

Peroxide, (449) 255 

Peroxin, (457) 397; (459) 227 

Peroxisomal protein import, (459) 227 

—— (444) 15; (445) 41, 301: (446) 69: (448) 261: (456) 263: 
(458) 359: (459) 33. 233 

Peroxisome biogenesis. (453) 210: (457) 397: (459) 227 

Peroxisome degradation, (451) | 

Peroxisome proliferator, (445) 1: (463) 205 

Peroxisome proliferator-activated receptor, (457) 441 

Peroxisome proliferator-activated receptor y, (455) 135 

Peroxisome targeting signal, (445) 301 

Peroxyl radical, (461) 115 

Peroxynitrite, (443) 81: (445) 226: (448) 301: (449) 79: (455) 243: (456) 
201; (459) 43; (462) 167, 236 

(449) 159 

Petunia hybrida, (462) 211 

Pex l4p, (459) 227 

P-glycoprotein, (442) 208 ; (456) 389 

Phage fd, (463) 371 

Phage-displayed peptide library, (456) 253 
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Pharmacophore, (450) 273 

Phase transition, (446) 27 

Phaseolus vulgaris, (444) 106: (456) 160 

Phasin, (447) 99 

pH-dependence. (450) 144 

ApH-dependent pathway, (447) 95; (460) 328 

Phenolic antioxidant, (459) 43 

Phenoloxidase, (442) 215; (444) 255 

Phenotype. (448) 105 

Phenotype change. (461) 263 

Phenotypic transformation, (446) 256 

a-Phenyl N-tert-butylnitrone. (453) 159 

Phenylalanine ammonia-lyase. (457) 47 

Phenylalanine analog, (445) 311 

Phenylalanine hydroxylase, (449) 49; (457) 505 

Phenylarsine oxide, (448) 95 

Phenylketonuria mutation, (457) 505 

Phenylpropanoid. (458) 204 

Phenylpropanoid metabolism, (457) 5 

Pheophytin a, (450) 163 

Pheromone, (450) 257 

Pheromone inactivation, (458) 333 

Pheromone precursor protein, (457) 4 

Pheromone-degrading enzyme, (458) 

PHGPx, (455) 111 

PHO gene, (458) | 

Pho84, (458) | 

Phoborhodopsin, (442) 198 

Phorbol |2-myristate |3-acetate, (456) 27 

Phorbol ester, (447) 209; (449) 66: (457) 515: (460) 57 

Phosphatase. (457) 452: (462) 7 

Phosphate, (455) 321; (462) 71 

Phosphate ion, (448) 33 

Phosphate transport, (462) 37 

Phosphate transporter, (458) | 

Phosphate uptake. (461) 169 

Phosphate-directed. (448) 86 

Phosphatidylcholine, (447) 106; (448) 127: (460) 369 

Phosphatidylcholine vesicle. (460) 500 

Phosphatidy linositol 3-kinase, (444) 90; (445) 251: (448) 95: (451) 284: 
(454) 165: (456) 196 

Phosphatidylinositol 4,5-bisphosphate. (454) 42: (464) 21 

Phosphatidylinositol-3.4.5-trisphosphate binding protein, (448) 269 

Phosphatidylserine, (448) 193 

Phosphatidylserine synthesis, (464) 80 

Phosphodiesterase 6, (458) 55 

Phosphoeno/pyruvate binding site. (458) 93 

Phosphoenolpyruvate carboxykinase. (457) 441: (460) 527 

Phosphoeno/pyruvate carboxylase, (458) 93 

Phosphoenzyme hydrolysis, (444) 54 

6-Phosphofructo-2-kinase/fructose 2.6-bisphosphatase, (448) 239 

6-Phosphogluconolactonase, (459) 223 

Phosphoglycerate mutase, (455) 344 

Phosphoinositide 3-kinase. (443) 66: (452) 150: (460) 423 

3-Phosphoinositide-dependent protein kinase 1, (461) 277 

Phospholamban, (443) 308; (459) 244 

Phospholipase, (452) 400; (457) 71 

Phospholipase A>, (445) 23; (453) 81, 395: (454) 225: (460) 447 

Phospholipase A> activation, (450) 39 

Phospholipase C, (443) 25: (461) 217 

Phospholipase C B 3, (450) 210 

Phospholipase Cy, (445) 371: (448) 95 

Phospholipase C y1, (446) 91; (460) 161 

Phospholipase D, (442) 221 : (445) 371; (447) 209: (448) 269: (454) 197: 
(455) 41: (457) 184: (458) 419: (461) 1: (464) 21 

Phospholipase D inhibition, (454) 85 

Phospholipase D2, (454) 42 

Phospholipid, (455) 228; (463) 331 

Phospholipid binding, (453) 77 

Phospholipid composition, (461) 258 

Phospholipid import, (444) 270 

Phospholipid membrane, (451) 197 

Phosphomannomutase, (452) 319 

Phosphopeptide mapping, (449) 225 

Phosphoprotein, (457) 397 

Phosphoprotein heat- and acid-stable induced by insulin, (446) 55 

Phosphoprotein phosphatase, (460) 462 

Phosphorylase kinase, (445) 173 
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Phosphorylation, (442) 235; (444) 5, 195: (446) 269: (449) 225: (451) 

81, 337: (452) 254; (453) 20, 107, 119, 254: (454) 61; (455) 8: (456) 

394: (457) 47, 149, 189, 241, 369, 489; (458) 137; (459) 177: (460) 161. 

462: (462) 25, 278: (463) 12. 216, 312 

Phosphotransfer, (457) 323 

Phosphotransferase system, (449) 183 

Phosphotyrosine protein phosphatase. (456) 73: (459) 19] 

Photoactive yellow protein, (458) 252 

Photoaffinity, (455) 251 

Photoaffinity labelling. (448) 141; (450) 131 

Photoconversion, (445) 445 

Photocycle, (442) 198; (451) 147: (459) 143 

Photocycle intermediate. (458) 252 

Photodynamic therapy. (463) 165 

Photoinhibition, (458) 87 

Photolysis, (449) 79 

Photoreactive dNTP derivative. (450) 131 

Photoreceptor, (454) 115 

Photosensitization. (448) 141: (463) 165 

Photosensitizer, (462) 467 

Photosynthetic electron transport, (444) 281 

Photosynthetic flagellate, (450) 95 

Photosynthetic oxygen evolution, (450) 285 

Photosynthetic reaction center, (455) 1; (463) 169, 199 

Photosystem I, (447) 315: (450) 135; (462) 421 

Photosystem I monomer, (460) 395 

Photosystem I trimer. (460) 395 

Photosystem II, (442) 75, 79: (444) 102: (446) 23; (449) 211, 264: (450) 
163, 285; (455) 1: (457) 348: (458) 87: (463) 199 

Phototransduction, (454) 115: (460) 27 

Phylloquinone, (447) 315 

Phylogenetic covariation, (446) 60 

Phylogenetic tree, (450) 294: (453) 346 

Phylogeny. (453) 29: (459) 433 

Phytanic acid, (457) 179 

Phytoanticipin, (459) 115 

Phytophthora, (452) 400 

Pichia pastoris, (448) 33, 41: (456) 108 

Pigment exchange. (450) 163 

Pigment extraction, (449) 269 

Pigmentation, (451) 137 

Pinl, (446) 278 

Pisum sativum, (460) 491 

Pituitary adenylate cyclase activating polypeptide, (458) 197 

Protein Kinase C. (455) 8: (460) 37 

Protein Kinase C isoform, (456) 45; (459) 285 

PKC pseudosubstrate lipopeptide, (459) 285 

Placenta, (453) 335 

Planar lipid bilayer, (445) 192: (459) 263 

Plant, (452) 3: (457) 122, 494: (461) 13: (463) 139 

Plant antibiotic, (459) 115 

Plant biology, (442) 123 

Plant cell, (464) 80 

Plant cytoskeleton, (443) 317 

Plant defense, (459) 115 

Plant development, (447) 191 

Plant Golgi targeting/retention and retention sequences, (453) 169 

Plant mitochondrion, (449) 17; (451) 347; (458) 124, 337 

Plant nitric oxide synthase, (445) 283 

Plant phosphoprotein, (447) 191 

Plant uncoupling mitochondrial protein, (457) 103 

Plant vacuole, (442) 129 

Plant virus, (455) 45 

Plantago, (453) 375 

Plasma, (445) 287: (446) 283; (447) 287: (449) 235 

Plasma hyaluronan binding protease (PHBP), (456) 290 
258; (462) 402: (464) 80 

Plasma serine protease, (456) 290 

Plasmalogen, (456) 263 

Plasmepsin, (454) 210; (463) 43 

Plasmin, (442) 39 

Plasminogen, (443) 370; (445) 31: (459) 85: (461) 63, 153 

Plasminogen receptor, (461) 153 

Plasminogen-related gene B, (445) 31 

Plasmodium, (447) 149; (460) 217 

Plasmodium berghei, (463) 43 


Plasmodium falciparum, (451) 354; (454) 210; (463) 43 
Plasmon resonance, (461) 32 

Plastid envelope membrane, (461) 13 

Plastid evolution, (442) 7 

Plastocyanin, (444) 281 

Platelet, (443) 31, 66; (447) 277: (449) 141, 235: (455) 359: (459) 27 
Platelet activation, (446) 318: (453) 119: (461) 43 
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Platelet-activating factor acetylhydrolase, (451) 99 
Platelet-derived growth factor B-receptor, (450) 1 
Phospholipase C, (460) 37 
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Pleiotrophin, (454) 105 

P-loop, (450) 217 

Pluronic, (446) 194 

PMA, (456) 27 

*'P Magnetic resonance spectroscopy. (450) 173 
PMC gene, (454) 181 

PMRI gene, (454) 181 

‘'P NMR spectroscopy. (461) 258 
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POB1, (442) 138 

Point mutation, (447) 39 

Polarity, (458) 107; (459) 22 

Polarization, (458) 299 

Pollen, (454) 325 

Pollen allergen, (462) 435 
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Poly(A)-binding protein, (457) 209 
Poly(ADP-ribose)polymerase, (444) 90; (449) 33; (462) 317 
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Polyamine, (446) 18; (451) 95; (455) 149: (458) 219 
Polyanion, (460) 241 

Poly-arginine, (443) 303 

Polyarthritis, (450) 289 

Polycyclic aromatic hydrocarbon, (456) 389 
Polyelectrolyte complex, (461) 96 

Polyethylene glycol, (446) 49 

Polyethylene glycol micelle, (460) 129 
Poly(ethylene-glycol), (448) 28 

Polygalacturonase inhibitor protein, (447) 171 
Polyglutamine, (456) 181 

Polyglutamine repeat, (463) 92 

Polyglutamylation, (459) 90 
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Poly(1):poly(C), (457) 9 

Polyketide synthase, (448) 135 

Polylactosamine, (462) 289 

Poly-lysine, (443) 303; (456) 249 
Polymannosylation, (448) 41 

Polymer. (446) 199 

Polymerase chain reaction, (446) 103; (448) 145; (452) 386: (457) 409 
Polymerase chain reaction library, (444) 177 
Polymerase-I inhibition, (455) 49 

Polymeric IgA, (463) 250 

Polymerizing( ADP-ribosy])transferase negative mouse, (449) 259 
Polymorphic marker, (454) 215 

Polymorphism, (443) 341: (445) 197; (463) 301 
Polymorphonuclear leukocyte, (461) 268 
Polymyxin B, (445) 420 
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Polyoma virus, (445) 119 

Polypeptide release factor, (457) 483 

Polyphenol, (462) 392 

Polyphenol oxidase, (445) 103 

Polyproline, (447) 257 

Polyprotein precursor, (451) 15 

Polypurine tract, (456) 186 

Polysialic acid biosynthesis, (445) 325 

Polysome, (457) 209 

Polyubiquitin chain, (450) 123 

Polyunsaturated acyl chain, (451) 197 
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Population study, (443) 163 Prostaglandin F synthase, (462) 335 
Pore, (451) 113: (462) 447 1B-Prostaglandin F>, (462) 335 
Pore formation, (460) 385 Prostaglandin F>,,. (454) 225 
Pore-forming toxin, (460) 451 Prostaglandin F>,, receptor, (443) 357 
Porin, (443) 57: (444) 65: (445) 192: (460) 241 Prostanoid receptor, (443) 357 
Porphyrin, (443) 229; (444) 227 Prostate, (459) 15 
Porphyromonas gingivalis, (446) 287: (460) 139 Prostate cancer, (455) 23 
Post proline dipeptidyl aminopeptidase, (445) 321 Prostate cell, (458) 400 
Postsynaptic density, (446) 239; (456) 394 Prostate specific antigen, (447) 87 
Post-transcriptional modification, (447) | Protamine, (443) 303 
Posttranslational modification, (455) 8: (456) 274; (459) 90 Protease, (442) 43: (448) 201: (460) 139 
Post-translational processing, (446) 203 Protease La, (456) 211 
Potassium carrier, (447) 115 Protease treatment, (454) 345 
Potassium channel, (443) 187: (445) 87: (446) 137: (449) 146: (451) Proteasomal degradation, (459) 80 

279; (452) 360: (456) 17: (457) 107: (458) 292, 393: (462) 447: (463) 20S proteasome, (454) 11 

375 26S proteasome, (449) 88; (450) 27 
Potassium transport, (457) 363 Proteasome, (448) 160: (457) 333: (460) 112: (462) 407 
Potassium-dependent gating. (458) 285 Proteasome activator (PA28). (457) 
Potato tuber, (459) 448 Proteasome inhibitor 31(PI31), (457) 3: 
Potato tuber mitochondrion, (457) 103 Protection, (445) 226 
PPAR, (447) 186; (461) 319 14-3-3 Protein, (443) 282: (455) 75: (456) 22: (462) 377 
PR65, (446) 108 Protein, (452) 205; (454) 31 
Precursor, (446) 247 Protein aggregation, (448) | 
Prekallikrein, (461) 63 Protein biosynthesis, (452) 41 
Prelamin A, (450) 61 Protein complex assembly, (448) 201 
Prelamin A endoprotease, (450) 61 Protein conducting channel. (459) 69 
Premature termination codon, (457) 339 Protein conformation. (445) 23 
Preneoplastic lesion, (460) 285 Protein cross-linking, (454) 283: (455) 27 
Prenylation, (455) 233; (460) 235 Protein crystal, (447) 135 
Preprotein translocation, (458) 145 Protein dimerization. (462) 377 
Presenilin, (445) 149 Protein disulfide isomerase. (443) 85, 271: (448) 167: (456) 143: (462) 
Presequence, (449) 20] 383 
Pressure, (462) 23 Protein domain, (448) 167: (457) 343: (459) 332 
Prevotella melaninogenica, (450) 178 Protein electrochemistry. (458) 83 
Primary charge separation, (455) | Protein electrostatic, (450) 144 
Primary donor, (463) 169 Protein engineering. (447) 13: (453) 305: (454) 288: (457) | 
Primary structure, (454) 75 Protein evolution. (444) 145; (452) 41: (453) 145 
Prion, (460) 11 Protein export, (447) 329 
Prion peptide PrP106-126, (458) 65 Protein expression, (442) 208: (460) 427 
Prion protein, (450) 144; (458) 65 Protein family, (445) 261 
Probability model, (460) 289 Protein fold. (459) 349 
Procathepsin B, (459) 358 Protein folding, (443) 367: (444) 145: (445) 361: (448) 167, 201: 
Processing, (442) 39; (459) 358 283: (455) 325: (457) 283: (459) 133: (462) 363 
Prochloron, (449) 264 
Prochlorophyte, (449) 264 
Procyanidin, (462) 167 


Protein glycosylation. (452) 319 

Protein interaction, (453) 254: (460) 280 

Protein intrinsic fluorescence, (452) 205 

Proenzyme., (456) 215 Protein kinase. (447) 160: (448) 86: (453) 346: (457) 47, 452 
Profilin, (457) 470 Protein kinase A, (444) 27: (447) 203: (450) 95; (452) 395: (456) 196: 
Profilin isoform, (447) 257 (464) 174 

Pro-flavostatin, (451) 299 Protein kinase B. (461) 120 

Progesterone, (455) 364: (463) 317: (464) 25 Protein kinase C, (443) 187, 277: (444) 32. 90: (445) 356: (448) 101; 
Programmed cell death, (463) 151; (464) 143 (449) 66; (450) 13: (454) 53, 61. 137. 165. 240: (457) 184, 515; (460) 57 
Prokaryotic expression, (456) 274 Protein kinase C-8, (453) 249 

Prolactin, (463) 235 Protein kinase C a, (454) 331 

Prolactin receptor, (445) 207 Protein kinase C activation, (443) 375; (453) 249 

Prolactin receptor binding. (460) 3 Protein kinase C gene expression, (449) 135 

Proliferation, (442) 178: (448) 206: (449) 273: (456) 285 Protein kinase C inhibitor, (450) 39; (460) 433 

Proline, (450) 280; (458) 193 Protein kinase C-6, (445) 356 

Proline dehydrogenase, (461) 205 Protein kinase cdk5, (459) 421 

Proline enriched peptide. (445) 321 Protein kinase CK2, (443) 256: (461) 32: (462) 353 
Proline-rich, (446) 6 Protein kinase CK2 (casein kinase I), (448) 283 

Proline-rich domain, (454) 57 Protein kinase Cu. (462) 442 

Prolyl isomerization, (443) 367 Protein kinase CC, (452) 277 

Prolyl oligopeptidase, (458) 278 Protein kinase D regulation, (454) 53 

Promoter, (442) 20; (450) 263: (454) 67: (455) 281; (459) 200: (461) 189 Protein oxidation, (462) 236 

Promoter recognition, (454) 71 Protein palmitoylation, (464) 138 

Promoter study, (455) 209 Protein phosphatase, (455) 175: (456) 249: (463) 72 
Promoter-enhancer, (456) 149 Protein phosphatase 1. (446) 239 

Prooxidant, (446) 305 Protein phosphatase 2A, (446) 108; (447) 29: (456) 7: (460) 462 
§ Propeller, (458) 278 Protein phosphatase 2C, (458) 363 

Propeptide region, (448) 257 Protein phosphatase 4. (446) 108 

Pro-phenoloxidase, (444) 255 Protein phosphatase 5, (457) 494 

Proprotein processing. (447) 213 Protein phosphatase 6, (446) 108 

Propyzamide, (458) 349 Protein phosphatase type |. (460) 93 


Prorenin, (443) 48 Protein phosphorylation, (444) 245: (449) 66: (453) 219: (455) 75: (456) 
Prosome, (462) 407 249 


Prostaglandin, (445) 1; (453) 81 Protein PII, (463) 216 
Prostaglandin D>, (462) 33 Protein processing, (443) 48 
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Protein reconstitution, (446) 153 

Protein refolding, (443) 215 

Protein sequence analysis, (451) 23 

Protein serine/threonine kinase, (453) 135 

Protein signature, (459) 349 

Protein splicing, (459) 166 

Protein stability, (442) 241: (459) 166: (462) 231. 307 

Protein structure, (442) 1: (448) 1; (450) 158: (451) 181: (458) 69: (460) 
46, 134: (463) 3 

Protein subcellular location, (451) 23 

Protein synthesis, (446) 55, 122: (459) 332 

Protein synthesis inhibition, (454) 37 

Protein targeting, (457) 316 

Protein thiol, (460) 539 

Protein translocation, (451) 243: (457) 316, 397: (463) 331 

Protein translocation Tom20, (461) 9 

Protein translocon, (452) 52 

Protein transport, (447) 95; (453) 288: (460) 328 

Protein turnover rate, (455) 75 

Protein tyrosine phosphatase, (451) 269; (453) 308: (456) 301: (457) 
175; (459) 291: (462) 140 

Protein tyrosine phosphorylation, (448) 95 

Protein unfolding, (459) 332: (464) 63 

Protein/lipid interaction, (458) 271 

Protein/lipid molecular sorting. rg 271 

Protein : protein interaction, (455) 7 

Proteinase, (462) 397 

Proteinase 3, (457) 437: (461) 235 

Protein-binding. (459) 353 

Protein-carbohydrate interaction, (447) 13 

Protein-DNA complex, (453) 85 

Protein-ligand interaction, (463) 371 

Protein- interaction, (461) 

nucleic recognition. (450) 131 

Protein-protein complex, (445) 384 

Protein-protein interaction, (443) 136; (445) 351; (450) 77: (451) 109: 
(454) 240, 257: (456) 332: (459) 291; (460) 41, 77. 173, 182: (462) 43. 
51 

Protein-protein recognition, (452) 128 

Protein-tyrosine kinase. (451) 33 

Protein-tyrosine phosphatase, (460) 191 

Proteoglycan, (444) 201: (452) 185: (456) 93: (459) 415 

Proteoliposomal Ca**-ATPase. (457) 144 

Proteoliposome, (446) 40: (457) 327: (462) 421 

Proteolysis, (443) 89: (447) 81, 87: (457) 262: (458) 167. 319: (459) 448: 
(462) 261: (463) 273 

Proteolysis inhibitor, (450) 123 

Proteolytic cleavage. (451) 15; (456) 274 

Proteolytic fragment, (462) 442 

Proteolytic processing, (463) 245 

Proteus mirabilis, (445) 347: (456) 227 

Prothrombin, (445) 256: (463) 387 

Prothymosin a, (451) 118 

Proton current, (447) 115 

Proton gradient, (443) 136 

Proton leak, (444) 206: (458) 261: (462) 257 

Proton pump, (460) 505 

Proton pumping, (451) 147: (457) 98: (459) 5, 143 

Proton pumping defect, (453) 179 

Proton transfer, (445) 409; (463) 199 

Proton translocation, (457) 291; (464) | 

Proton transport, (456) 37: (464) 103 

Protonmotive force, (448) 123 

Protooncogene, (449) 273 

Protozoan parasite, (447) 21 

Proximal tubule sodium transport. (456) 45 

Psathyrella velutina, (448) 75 

light-responsive promotor, (451) 275 

psbD-C operon, (451) 275 

PSD-95, (458) 295 

Pseudoazurin, (448) 157 

Pseudocontact shift, (460) 519 

Pseudoknot, (446) 60 

Pseudomonas aeruginosa, (452) 309; (458) 32 

Pseudomonas putida ML2, (451) 5 

Pseudomonas sp.101, (445) 183 

Pseudomonas syringae pv. syringae, (462) 151 


Pseudouridine, (462) 94 

Pseudouridine-synthase, (462) 94 

P-site (RNA, (455) 355 

Psoriasis, (460) 549 

Psychiatric disorder, (462) 85 

Psychrotroph, (453) 313 

PTP activation, (456) 73 

PTP phosphorylation, (456) 73 

P-type ATPase, (455) 183 

Pulmonary surfactant, (460) 257: (464) 138 
Pulsed electron paramagnetic resonance, (442) 79 
Purification, (445) 425: (449) 289; (459) 386: (463) 97 
Purinoreceptor, (447) 71 

Purkinje cell, (455) 291 

Puromycin, (462) 43 

Purple and blue bacteriorhodopsin, (447) 307 
Purple membrane, (451) 147: (457) 205: (459) 143 
Putidaredoxin, (455) 302 

PUVA. (460) 549 

Pyk2, (461) 273 

Pyridoxal 5’-phosphate, (449) 45 

Pyridoxine 5’-phosphate, (449) 45 
Pyridylamino-oligosaccharide, (448) 75 
Pyrimidine synthesis, (446) 133 

Pyrobaculum aerophilum, (460) 505 

Pyrococcus furiosus, (454) 21: (462) 66 
Pyrococcus horikoshii, (447) 25 

Pyroglutamic acid, (455) 159 

Pyrophosphatase, (454) 7 

Pyrophosphate, (460) 505 


Pyrophosphate-dependent 6-phosphofructo-!-phosphotransferase, 


(459) 448 
Pyruvate decarboxylase, (449) 245 
Pyruvate metabolism, (454) 207 
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QB phage satellite RNA, (450) 89 

QB replicase, (450) 89 

Qo site inhibitor, (460) 349 

Quality control, (452) 57 

Quantitative competitive RT-PCR, (458) 209 
Quantitative polymerase chain reaction, (445) 45 
Quantitative structure activity relationship, (450) 44 
Quartz-crystal microbalance, (456) 253 
Quasi-RNA recognition motif, (456) 274 
Quaternary ammonium compound, (450) 280 
Quercetin, (462) 322 

Queuine, (454) 142 

Quinol oxidase, (457) 61, 223: (460) 6: (462) 416 
Quinone, (457) 348 

Quinone redox cycling, (446) 49 
Quorum-sensing, (450) 257 
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R74W-D1270N, (452) 371 
RabS, (453) 20 

Rabbit, (445) 87 

Rac, (459) 186; (460) 357 

Rac], (452) 355 

RACE, (452) 360 

Radiation inactivation, (449) 49 
Radical chain reaction, (443) | 
Radical pair, (442) 79 
Radioimmunoassay, (447) 81 
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Raf, (444) 71 

Raft. (457) 71 

RalGDS, (451) 175 

Ralstonia eutropha, (447) 99; (460) 6 
Raman spectroscopy, (453) 11; (459) 332 
Random mutagenesis, (452) 323 

RANK, (463) 295 

RANKL, (463) 295 

RANTES, (452) 30] 

Rap!, (457) 85 

Rapid amplification of cDNA ends, (461) 295 
Rare codon, (457) 393 


Ras, (442) 15; (444) 71: (445) 329; (451) 175, 284: (460) 57, 166, 357 


Ras activation, (459) 64 

Ras conformation, (463) 115 

Ras family GTPase, (457) 85 

Ras neutralizing epitope, (443) 112 
Ras-binding domain, (451) 175 
Ras-binding domain of c-Raf-1, (452) 375 
Ras-GRF 1. (460) 357 

Ras-related, (456) 384 


Rat, (444) 43, 235: (447) 287: (448) 4, 278: (454) 225: (456) 394: (462) 


71: (463) 28] 
Rat brain, (450) 13: (458) 363 
Rat brain synaptosome, (461) 196 
Rat cardiomyocyte, (463) 39 
Rat carotid artery balloon injury, (445) 202 
Rat cortical neuron, (453) 260 
Rat heart mitochondrion, (454) 207 
Rat intestine, (462) 368 
Rat kidney, (459) 128: (461) 339 
Rat liver, (445) 343 
Rat mitochondrial transcription factor A, (457) 307 
Rat-! fibroblast, (448) 239 
Ratl-Myc, (446) 338 
Rate constant, (443) 81 
Rate of nucleotide change, (450) 72 
Rate of nucleotide substitution, (450) 72 
Rate-limiting step, (462) 7 
Ratio-fluorescence microscopy, (453) 278 
RAW 267.4, (451) 264 
Rb (460) 203 
RB gene, (451) 289 
RBCS promoter, (454) 95 
RCC 1-like protein, (460) 153 
R domain, (445) 63 
Reaction center, (450) 163: (460) 395 
Reaction free energy profile, (456) 301 
Reaction mechanism, (453) 100 
Reactive oxygen, (449) 235; (457) 103 
Reactive oxygen metabolite, (456) 311 


Reactive oxygen species, (443) 1, 117, 246: (445) 98: (449) 206: (451) 


347: (454) 173; (457) 53: (460) 472: (462) 108, 192 
RecA protein, (446) 30 
RecA/Rad51 homologue, (445) 11] 


Receptor, (442) 123: (451) 308: (452) 115: (454) 152: (455) 367: (460) 


385, 423: (461) 223; (463) 235 
B-receptor, (451) 279 
Receptor activator of neclear factor KB. (443) 297 
Receptor activity-modifying protein, (448) 111 
Receptor dimerization, (456) 63 
Receptor oligomerization, (456) 63 
Receptor targeting, (448) 91 
Receptor-mediated, (458) 329 
Recombinant avidin and streptavidin, (461) 52 
Recombinant enzyme, (458) 23: (459) 415 
Recombinant expression, (463) 211 
Recombinant fusion protein, (455) 18 


Recombinant protein, (445) 192, 256; (446) 243: (457) 393: (458) 319: 


(460) 149, 280: (461) 6. 211 
Reconstitution, (458) 1, 129: (459) 386 
Red blood cell, (456) 201 
Redox condition, (443) 271 
Redox midpoint potential, (460) 349 
Redox modulation, (455) 162 
Redox potential, (443) 313: (447) 135: (451) 351 
Redox reaction, (442) 129: (462) 383 
Redox regulation, (451) 227: (457) 90: (462) 383 


Redox state, (463) 216 

Redox status, (455) 55 

Redox-active label. (451) 342 

Redox-linked proton, (450) 245 

Reduction potential, (462) 66 

Refeeding, (459) 211 

Refolding, (448) 265 

Regeneration, (444) 43 

Regulated exocytosis, (458) 60 

Regulation, (445) 45; (452) 82: (455) 8: (462) 246: (463) 35 
19S regulatory complex, (449) 88 

Regulatory light chain of myosin II, (451) 81 
Regulatory neuropeptide, (457) 28 

Regulatory protein, (462) 453 

Regulatory subunit, (460) 462 

Relative substitution frequency, (450) 294 
Removal of the aggregate, (446) 331 

Renal cell carcinoma, (454) 215: (462) 89, 121 
Renal stone, (462) 89 

Renal tubular secretion, (461) 339 

Renal tubule, (458) 370 

Renin, (443) 48 

Repeat R1, (460) 401 

Reperfusion, (443) 117, 331 

Repetitive DNA, (452) 7 

Repetitive DNA sequence, (457) 409 
Replication, (447) 121: (456) 221 

Replicative template switch, (460) | 

repN, (448) 235 

Repression, (453) 299 

Repressor, (445) 27 

Residual dipolar coupling, (460) 519 

Residue pair probability, (451) 23 

Resistance, (459) 323 

Resistance gene, (458) 215 
Resistance-nodulation-division family, (458) 32 
Resonance Raman, (454) 21 

Resorptive signalling, (460) 315 

Respiration, (447) 21; (448) 57; (454) 220: (462) 411 
Respiratory burst, (446) 15 

Respiratory chain, (451) 157; (452) 57: (455) 36: (457) 131 
Respiratory control, (443) 105: (447) 131 
Response element, (455) 165 

Response region, (464) 113 

Restrained molecular dynamics, (456) 343 
Restriction, (448) 38 

Restriction enzyme, (450) 66 

Restriction fragment length polymorphism, (450) 66 
Restriction landmark cDNA scanning, (446) 313 
Resveratrol, (451) 63 

Ret tyrosine kinase, (463) 63 

Reticulocyte lysate, (457) 13 

Retinal dissociation, (450) 154 

Retinal ganglion cell, (453) 361 

Retinal pigment epithelium, (452) 199 

Retinal protein, (459) 5 

Retinitis pigmentosa, (458) 55 

Retinoic acid, (445) 329: (448) 45: (461) 319 
Retinoic acid binding, (460) 182 

Retinoic acid receptor, (456) 149 

Retinoid, (452) 199; (459) 272 

Retinoid X receptor, (457) 441 

Retrograde transport, (443) 241 

Retroposon, (457) 409 

Reverse cholesterol transport, (452) 295 
Reverse micelle, (459) 111 

Reverse physiology, (457) 522 

Reverse transcriptase, (447) 232; (457) 465 
Reverse transcriptase polymerase chain reaction, (463) 15 


Reverse transcription polymerase chain reaction, (445) 31: (451) 295: 


(460) 285 
Reversible, (461) 52 
RFamide, (446) 247 
RGD1, (459) 458 
Rhabdomyosarcoma, (464) 159 
Rheumatoid arthritis, (442) 89: (455) 238 
Rhizobium meliloti gltX, (449) 23 
Rhizobium meliloti lysS, (449) 23 
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Rho, (445) 9; (452) 96, 314: (459) 186 
Rho zero cell, (454) 173 

RHO3, (459) 458 

RHO4, (459) 458 

RhoA, (459) 313 


Rho-associated coiled-coil forming kinase. (445) 69 


Rhodamine, (453) 400 

Rhodamine 6G, (452) 223 
Rhodamine 123, (456) 389 
Rhodobacter capsulatus, (445) 409 
Rhodobacter sphaeroides, (452) 223 
Rhodopsin, (454) 115 

Rhodopsin kinase, (454) 115 
Rhodospirillum rubrum, (446) 127 
Rhophilin, (445) 9 

Ribonuclease, (452) 351: (463) 211 
Ribonuclease A. (456) 143: (460) 477 
Ribonuclease H, (445) 6: (450) 251 
Ribonuclease inhibitor, (443) 303 
Ribonuclease P, (442) 7 

Ribosomal protein, (452) 335 
Ribosomal protein mRNA, (456) 357 
Ribosomal protein $7, (460) 353 
Ribosomal protein TLS, (451) 51 
Ribosomal RNA, (446) 60 


Ribosome, (444) 177: (446) 60: (452) 155: (462) 43 


Ribosome display, (450) 105 
Ribosome recycling factor, (447) 297 
Ribosome targeting, (458) 51 


Ribosome-inactivating protein, (452) 211, 263: (464) 63 


Ribozyme, (461) 77 
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Ricin, (452) 67 

Ricin A chain, (459) 80 

Rickettsia, (452) 11 

Rieske, (450) 245 

Rieske protein's domain movement, (450) 245 
RING finger, (447) 5 

RING finger protein, (454) 257 
Ring-cleavage dioxygenase, (459) 395 
RING-H)2, (456) 295 

RING-H2 finger motif, (448) 244 

RNA catalysis. (442) 7 

RNA editing, (458) 27 

RNA helicase, (458) 337 

RNA metabolism, (458) 337 

RNA N-glycosidase, (442) 231; (452) 263 
RNA polymerase, (444) 189: (453) 313: (454) 71 


RNA polymerase II, (446) 173: (453) 273: (461) 253 


RNA processing, (458) 337: (460) 437 

RNA recognition motif, (456) 274 

RNA recombination, (450) 89: (460) 1 

RNA replication, (448) 19; (455) 45 

RNA secondary structure, (462) 161 

RNA self-cleavage, (457) 193 

RNA splicing, (443) 93; (451) 10, 209: (457) 505 


RNA structure. (444) 217: (449) 169; (452) 26: (458) 387: (462) 79 


RNA structure model, (460) 353 

RNA virus, (460) 1 

RNA world, (452) 41 

RNA-binding protein, (446) 157 
RNA-DNA hybrid. (450) 251 
RNA-mediated catalysis, (452) 26 
RNA-protein heterologous interaction, (460) 353 
RNA-RNA interaction, (458) 387 

RNase, (445) 279: (462) 407 

R Nase L, (457) 9 

RNAse protection assay, (458) 304 
RNase-inhibitor complex, (452) 128 
RNA-specific adenosine deaminase, (452) 71 
ROCK, (452) 314 

Rod, (459) 173 

Root, (456) 68 

Root growth, (445) 283 

Root nodule development, (453) 341 
Rotation, (463) 35 

Rotenone-insensitive, (454) 37 


Rous sarcoma virus long terminal repeat, (456) 108 


RPE65, (452) 199 

Rpgr. (460) 153 

Rpn4p, (450) 27 

Rpn9, (449) 88 

rRNA, (452) 77: (462) 94 

5S rRNA-protein complex, (451) 51 
RU486, (459) 381 

Russian, (445) 197 

Ruta graveolens L., (448) 135 


Ryanodine receptor, (446) 309: (450) 221: (455) 251: (459) 154: (460) 


467: (461) 157 


S 


S11, (449) 88 

S1O0A2. (445) 265 
S1O0A6, (444) 11 
Saccharifying, (452) 346 


Saccharomyces cerevisiae, (442) 193: (447) 53: (449) 201: (450) 251: 
(454) 181: (457) 135: (458) 188, 285. 309: (459) 427. 458: (460) 491: 


(461) 173: (462) 108, 249: (463) 307 
Salicylate, (445) 212 
Salinity tolerance, (461) 205 
Salivary gland, (458) 419 
Salla disease, (446) 65 
Salmon, (446) 251 


Salmon gonadotropin-releasing hormone-like peptide in mammals. 


(463) 289 
Salmonella typhi, (453) 380 
Salmonella typhimurium, (445) 126 
Salt bridge, (446) 75 
Salt inducible kinase, (453) 135 
Salt stress. (455) 183 
Sammon’s mapping, (451) 142 
Sarcoglycan, (447) 124: (458) 405 


Sarcoplasmic reticulum, (444) 54; (450) 221: (456) 399: (459) 244 


Sarcoplasmic reticulum Ca** -ATPase, (457) 144 
Saturation, (463) 143 

$B203580, (444) 71 

SCA], (456) 181 

Scanning calorimetry, (450) 181 
Scanning-deletion mutagenesis, (456) 79 
Sear, (442) 61 

Scarab beetle. (458) 333 

Scavenger receptor, (449) 141: (459) 363 
Scenedesmus obliquus, (455) 162 

SCF, (458) 343 

SCF complex, (459) 75 

SCF ubiquitin ligase, (455) 311 
Schistosome, (463) 189 

Schizophrenia, (455) 223 
Schizosaccharomyces pombe, (446) 182: (457) 363: 
Schwann cell, (457) 200 

Sclerotinia sclerotiorum, (453) 54 
SCM-1I/lymphotactin receptor, (458) 37 
SCN4A, (448) 231 

Scol p, (447) 65 

Scorpion, (442) 183 

Scorpion neurotoxin, (452) 360 
Scorpion toxin, (443) 175 

Scorpion venom, (456) 146: (460) 447 
Screening, (458) 215 

Sculpin, (455) 372 

sds22, (456) 349 

Sec 6/8 complex, (451) 203 

Sec23p, (447) 247 

Sec24p, (447) 247 

Sec61 p. (459) 80 

SecA, (458) 145 

Sec-independent, (442) 11 

Secondary ribosome binding site, (443) 167 


Secondary structure, (443) 159; (446) 81: (459) 51: 


(459) 405: 


(461) 131 


(464) 67 
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Secondary structure analysis, (454) 283 
Secretagogue, (448) 127 


Short interspersed nucleotide element, (457) 459 
Short interspersed repeat, (462) 407 
y-Secretase, (453) 288: (463) 245 Short-chain dehydrogenase/reductase, (445) 261; (451) 238 
Secretin, (455) 209 Shotgun sequence, (464) 129 
Secretin receptor, (455) 209 Shrimp, (454) 109 
Secretion, (451) 209; (453) 391 Sialic acid, (444) 59: (446) 65: (449) 183: (464) 71 
Secretory component, (455) 159 o(2,3)sialidase, (455) 97 
Secretory expression, (463) 336 Sialoglycoprotein, (448) 75 
Secretory form. (443) 246 Sialyl Lewis X, (444) 201: (455) 97 
Secretory pathway, (447) 179: (451) 209, 315 Sialyl-Lewis a antigen, (451) 75 
Secretory phospholipase A>, (450) 39 Sialyl-Le*, (463) 125 
Secretory protein, (463) 250 Sialyl-oligosaccharide, (464) 71 
SecY. (461) 6 Side effect. (446) 15 
Sedimentation equilibrium, (455) 27: (457) 153 sigD regulation, (457) 112 
Sedimentation velocity, (457) 153 Siglec, (444) 59 
Sedoheptulose-| 7-biphosphate aldolase, (447) 200 
Seed oil, (452) 145; (462) 249 
Seed protein, (456) 160 Signal recognition particle, (447) 329 
Selectin ligand, (452) 272 Signal sequence, (452) 386; (455) 223 
Selection, (463) 371 Signal transducer and activator of transcription, (448) 49; (455) 170: 
Selectivity, (444) 65 (464) 91 
Selectivity filter, (450) 217 
Selenium, (445) 226: (446) 223: (454) 16 
Selenocysteine, (454) 16 
Selenoprotein, (448) 301 
Selenoprotein P, (460) 23 
Self assembly, (442) 1: (451) 39 


2 


Signal peptidase, (453) 288: (463) 273 
Signal peptide, (454) 187 


Signal transducer and activator of transcription-1, (459) 323 

Signal transducer and activator of transcription 3, (442) 57 

Signal transduction, (443) 126, 297: (444) 71; (445) 1, 57, 69: (447) 325: 
(448) 301: (450) 1; (451) 33, 284: (453) 269, 283; (456) 126: (457) 149, 
385. 452: (459) 191; (460) 462: (461) 273: (462) 25; (464) 91 

Signal transduction and regulation, (445) 366 

Self-association, (460) 363; (462) 467 Signaling. (451) 175: (452) 96: (457) 246: (459) 291 

Self-organizing map, (451) 142 Signaling system, (448) 217 

Seminiferous epithelium, (453) 243 Silencing, (446) 189 

Semi-quantitative reverse transcriptase polymerase chain reaction, SIN-1, (445) 212 
(444) 181 Sinapinie acid, (459) 43 

Sendai virus, (456) 221: (459) 205 Single cell technique, (443) 337 

Sensory neuron, (456) 171: (461) 86 Single chain antibody fragment, (442) 183; (455) 18 

Sensory neuron specific, (445) 177 Single chain Fv, (453) 164 

Sentrin, (448) 185 Single chain variable fragment, (443) 112: (460) 86 


Septide, (447) 155 

Septin, (451) 203 

Septum formation, (451) 321 
Sequence, (446) 278: (452) 400 


Sequence alignment, (443) 209; (456) 119: (459) 349: (462) 416 


Sequence analysis. (451) 354 
Sequence comparison, (449) 259 
Sequence homology, (448) 257 
Sequence motif, (443) 251 


Single channel, (460) 467 

Single channel recording, (446) 351: (459) 177 
Single fiber study, (463) 15 

Single-chain antibody, (442) 183: (444) 177 
Single-chain diabody. (454) 90 

Single-chain Fy fragment. (462) 307 
Single-molecule observation, (460) 333 
Singlet oxygen, (443) 154: (453) 265 
Sir3, (446) 189 


Sequence similarity, (452) 283 
Sequencing, (445) 237; (452) 3 

Serial analysis of gene expression, (462) 182 
Serine acetyltransferase, (452) 323 

Serine exchange activity. (464) 80 

Serine phosphorylation, (449) 111: (464) 164 
Serine protease, (458) 415; (463) 273 

Serine proteinase, (457) 437 


Site-directed mutagenesis, (442) 34, 43: (443) 251, 357: (444) 54, 165, 
189; (445) 19, 183, 347: (446) 133: (447) 318: (450) 227, 299: (452) 
341, 395: (453) 100: (454) 262: (456) 365: (457) 169: (458) 285, 319: 
(459) 332: (463) 169 

Site-specific endonuclease, (448) 38 

Site-specific mutagenesis, (462) 7 

Skeletal muscle, (444) 22. 250; (446) 233; (449) 12: (453) 205: (454) 277: 
(456) 54; (458) 257: (459) 100. 154; (461) 263; (462) 257 


Serological cross-reactivity, (456) 227 
Serotonin transporter, (458) 17] 
Serpin, (458) 415 

Serum glycoprotein, (464) 75 

Serum inhibitor, (460) 451 

Serum response factor, (460) 41 
Serum stimulation, (448) 283 

Seven transmembrane, (456) 295 

Sex behavior, (449) 125 

p. (463) 307 

S gene, (450) 66 

SGP-2, (448) 297 

SH2 domain containing phosphatase-2, (459) 27 
SH3 domain, (454) 356 

SH3 ligand, (459) 399 

SH3-binding domain, (454) 57 
Shaggy, (448) 86 

ShakerB, (456) 146 

She. (453) 174 

-Sheet. (456) 18] 

SH-group, (453) 124 

Shiga toxin, (442) 231 

Shiga toxin-producing Escherichia coli, (442) 231 
Shiga-like toxin A chain, (453) 95 
Short interspersed element. (457) 409 


Skeletal muscle isoform, (460) 343 

Skin pigmentation, (446) 45 

Skin-type anti-freeze polypeptide, (453) 331 
Skp1. (459) 75 

Skp2. (452) 247: (459) 75 

Sleep. (463) 281 

Slow vacuolar channel, (458) 41 
Slow-to-fast transition, (463) 15 

Small a-ribonucleoprotein particle, (462) 40 
Small G protein, (457) 470 

Small heat shock protein, (446) 287 
Small-angle X-ray scattering, (442) 173 
Smooth muscle, (454) 303 

a@-Smooth muscle actin, (442) 61 

Smooth muscle cell, (447) 91: (461) 47 
Smooth muscle cell (human aortic), (447) | 
Smooth muscle myosin, (448) 101 

Smooth muscle tropomyosin Cys mutant, (463) 146 
SMRT., (445) 415 

sn-1,2-Diacylglycerol, (456) 27 

Snail, (448) 41 

Snake venom, (451) 299 

SNAP-25, (446) 40; (458) 60 

SNARE protein, (447) 129; (458) 60 

SNF 1, (453) 219 
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SNFI/AMPK, (453) 135 Sre associated in mitosis 68, (455) 307 

SnoRNA, (462) 94 Sre family. (445) 371 

Sodefrin, (457) 400 Sre family kinase, (463) 63 

Sodium channel, (445) 231: (448) 231 Sre family tyrosyl kinase, (460) 173 

Sodium ion translocation, (457) 291 Src homology 2 domain, (450) 77: (453) 174: (455) 307 
Sodium motive force, (449) 165 Sre homology 3 domain, (460) 173 

Sodium pump, (456) 45: (458) 241 Src kinase, (456) 73 

Software, (456) 85 src Tyrosine kinase, (456) 201 

Solid state 7H NMR, (451) 197 Sre family kinases. (445) 251 

Solubility, (446) 169; (450) 49: (454) 303 SRY, (463) 129 

Soluble guanylate cyclase, (455) 291 SSB24, (453) 299 

Solution structure, (442) 138 SSEA-1, (452) 237 

Somatic embryogenesis, (447) 191 SSTR1 null mutation, (462) 464 

Somatostatin, (444) 265: (445) 315; (447) 139; (457) 522: (459) 64 ST6GalINAc V, (463) 92 

Somatostatin receptor type 2, (459) 200 Stability, (446) 75: (450) 154: (454) 31, 307: (457) 283 
Sonic hedgehog. (447) 325 Stability transition, (459) 438 

Sorbitol, (448) 127 Stage-specific embryonal antigen-1, (462) 289 
Sorting. (452) 61; (453) 391 Stanniocalcin, (459) 119 

SOS DNA repair response, (454) 177 Stanniocalcin-related protein, (459) 119 
Southwestern blotting, (464) 179 Staphylococcal y-hemolysin. (460) 451 

SOX family, (463) 129 Staphylococcal leukocidin, (460) 451 

SoxR, (451) 227 Staphylococcal protein A, (446) 299 

Soybean, (458) 129; (464) 53 Staphylococcus aureus, (449) 187; (450) 257: (452) 309: (461) 153, 280 
Spl. (455) 105, 165; (456) 149: (464) 113 Staphylococcus carnosus, (446) 299 

Sp3. (464) 113 Staphylococcus epidermidis, (450) 257 

Spalax ehrenbergi, (452) 133: (461) 343 StAR, (454) 317 

Spatial localisation, (457) 452 Starch, (457) 357 

Specific binding, (442) 143 Starch synthase, (457) 357 

Specific oligodeoxynucleotide, (455) 154 Starch synthesis, (448) 153 

Specificity, (446) 75: (448) 86: (452) 395 Starch-binding domain, (447) 58: (456) 119 
Spectral tuning, (461) 343 Starvation, (461) 329 

Spectrin, (443) 17, 89: (460) 391 STAT protein, (463) 360 

Spectroscopy, (458) 55 Statl, (459) 205 

Sperm. (445) 9; (449) 277: (456) 315: (462) 171 STATS, (444) 155: (464) 159 

Sperm tail, (445) 9 Stat5b, (450) | 

Spermatid nucleus, (442) 189 Statistical analysis, (464) 60 

Spermatogenesis, (453) 243; (458) 141: (462) 177 Staurosporine, (446) 338 

Spermatogenic cell, (462) 171 Stem domain, (461) 280 

Spermatozoon, (449) 146 Step-scan Fourier transform spectroscopy, (445) 14 
Spermidine, (460) 333 Steroid, (455) 364 

Spermidine/spermine N' -acetyltransferase. (446) 18 Steroid hormone, (445) 343 

Spermine, (451) 95 Steroid receptor, (464) 9 

Sphingolipid, (447) 167: (457) 375: (460) 467 Steroidogenesis, (444) 160 

Sphingomonas, (459) 395 Steroidogenic acute regulatory protein, (454) 317 
Sphingomyelin, (460) 369 Sterol metabolism, (446) 163 

Sphingomyelin synthase, (460) 369 Sterol response element binding protein-1/adipocyte determination 
Sphingomyelinase, (452) 100 and differentiation factor-1, (452) 160 
Sphingosine, (454) 321 Stilbene synthase, (460) 457 

Sphingosine |-phosphate, (443) 25: (457) 184: (460) 513 Stinging nettle extract, (442) 89 

Sphingosine kinase, (461) 217 Stomach, (447) 287: (459) 433 
Sphingosine-phosphate, (453) 269 Stomach pH, (452) 16 

Spi-B transcription factor. (464) 164 Stool analysis, (462) 159 

Spinach, (463) 97 str operon, (460) 353 

Spinal cord, (461) 86: (462) 101 Strand displacement, (444) 217; (448) 67 

Spinal cord culture, (456) 137 Strawberry, (459) 115 

Spinal sensory neuron, (462) 117 Strep-tag I, (460) 207 

Spin-labeled peptide, (446) 45 Streptavidin-biotin complex, (457) 227 

Spleen, (455) 159 Streptococcus pneumoniae, (462) 345 

Splenic lymphocyte subset, (458) 231 Streptokinase, (459) 85 

Splice variant, (443) 381 Streptomyces, (455) 321; (462) 425 

Spliced leader, (459) 215 Streptomyces lividans, (462) 447 

Spliced leader-associated RNA, (459) 215 Streptomyces olivaceoviridis, (450) 299; (460) 61 
Splicing. (443) 348: (457) 339: (460) 437 Streptomyces verticillus, (450) 227 

Splicing enhancer, (451) 10 Stress, (457) 423; (462) 341 

Splicing factor, (457) 251 Stress protein, (462) 113 

Splicing variant, (443) 267 Stress response, (455) 271 

Split ubiquitin assay, (453) 299 Stress response promoter element, (445) 246 
SPO11/TOP6A homologs, (462) 329 Stress-activated MAPK pathway, (459) 405 
Spodoptera frugiperda, (449) 41 Stress-activated protein kinase, (457) 385 
Sponge. (453) 346 Stress-activated protein kinase/e-Jun N-terminal kinase, (452) 355 
Spontaneously hypertensive rat, (452) 181 Stress-induced regulation of gene expression, (444) 281 
Spore wall, (460) 275 Stretch activation, (455) 267 

$Q-29548, (442) 162 Striated muscle, (456) 399 

SR 141716A, (449) 61 Stromelysin-1, (449) 36 

SR protein, (451) 10 Structure, (451) 175; (460) 391: (463) 255 

SR vesicle, (463) 103 3D structure, (452) 205 

SR141716A, (459) 277 Structure determination, (452) 41 

Sre, (454) 252 Structure overlap, (456) 119 
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Structure prediction, (445) 366 


Structure refinement, (456) 365 
Structure/function relationship in membrane, (458) 271 
Structure-activity relationship, (445) 231: (447) 318: (463) 375 


Structure-function relationship, (443) 35 
Subcellular fraction, (460) 462 
Subcellular localization, (461) 13 
Subgenome. (448) 235 
Submandibular, (464) 48 
Substance P, (447) 155 

Substance P analogue, (451) 231 
Substrate. (445) 149: (453) 6 
Substrate binding center, (444) 189 
Substrate mimetic, (443) 220 
Substrate specificity, (443) 201: (445) 311: (462) 397 
Subtilisin, (459) 448 

@, Subunit, (462) 171 

§-Subunit, (456) 243: (462) 171 

y Subunit, (463) 35 

Subunit, (459) 448 

subunit a, (453) 35 

Subunit assembly, (457) 107 

Subunit C, (456) 68 

Subunit composition, (448) 135 

Subunit interactions, (461) 253 

Subunit location, (454) 169 

o-Subunit of translation elongation factor | B, (464) 148 
SUC2, (459) 427 

Succinate dehydrogenase, (442) 203 
Succinate-fumarate transporter, (445) 246 
Sucrose transport, (453) 375; (454) 325 

Sugar signalling, (461) 13 

Sugar transport, (464) 123 

SulA, (456) 211 

Sulbactam., (443) 109 

Sulfatide, (455) 339 

Sulfation, (463) 250 

Sulfolobus acidocaldarius, (462) 94 

Sulfolobus solfataricus. (451) 109 

Sulforhodamine B, (452) 223 

Sulfotransterase, (452) 185 

SU MO. (448) 185 

Sunflower glyoxysome, (459) 227 

Superagonist, (450) 117 

Superoxide, (445) 212: (448) 206: (457) 53, 348 
Superoxide anion, (447) 264; (452) 243: (459) 343 
Superoxide oxidation, (462) 192 

Suppression polymerase chain reaction, (443) 341 
Suppression subtractive hybridization, (463) 77 
Suppressor of cytokine signaling, (453) 63: (455) 170 
Suprachiasmatic nucleus, (458) 363 

SURI, (445) 131 

SUR2A, (445) 131: (459) 367 

SURF1 (SURF-1), (462) 416 

Surface antigen, (453) 380 

Surface cysteine, (451) 342 

Surface display, (446) 299 

Surtace enhanced Raman spectroscopy. (446) 283 


Surface plasmon resonance, (445) 420; (446) 327: (450) 77: (454) 105, 


288: (456) 257, 322: (462) 345, 373 
Surface plasmon resonance analysis, (463) 115 
Surlace topology. (452) 190 
Surfactant protein, (442) 246 
Surfactant protein A, (452) 141 
Surfactant protein C, (464) 138 
Surfactant protein D, (452) 141 
Susceptibility, (453) 187 
Swelling, (463) 360 
SYSY cell, (453) 224 
Syk. (445) 371 
‘vk Tyrosine kinase, (456) 201 
Symbiosome, (447) 49 
Sympathetic nervous system, (444) 149 
Synaptic protein, (444) 22 
Synaptobrevin, (446) 40; (458) 60 
Synaptosomal-associated protein of 25 kDa (SNAP-25), (456) 137 
Synaptosome, (456) 201: (458) 313: (464) 21 
Synaptotagmin, (460) 417 


Synchronization, (458) 349 

Syndapin, (454) 356 

Synechococcus 6301, (450) 57 
Synechococcus sp., (462) 358 
Synechococcus sp. PCC 6301, (462) 421 
Synechocystis, (444) 281: (455) 349 
Synechocystis sp. PCC 6803. (447) 269: (454) 247 
Synergy, (457) 43 

Syntaxin, (446) 40: (458) 60 

2-5A synthetase, (457) 9 

Synthetic four-a-helix bundle, (455) 332 


Synthetic peptide, (443) 159: (446) 351: (449) 187: (450) 221; (453) 33 


Synthetic substrate, (442) 43 
Syntrophin, (461) 59 
Systemic lupus erythematosus (SLE). (450) 289; (453) 187 


T 


T3. (461) 319 

3T3-L1 adipocyte, (460) 423 

T7 RNA polymerase, (442) 20 
I-84 cell line, (455) 215 
Tabersonine hydroxylase. (458) 97 
Tachykinin, (447) 155 

Tail anchor, (451) 243 

Talin, (445) 279 

TAP, (457) 231 

Taq DNA polymerase. (448) 145 
Targeted drug delivery, (460) 129 
Targeted therapy. (457) 271 

Taste bud, (444) 43 

TAT pathway, (460) 328 


TATA-binding protein, (457) 38, 251 


TATA-binding protein-interacting protein, (457) 38 
TATA-less promoter, (451) 327 

Tau, (446) 199, 228: (455) 262 

Tau filament assembly. (450) 306 

Tau gene, (461) 91 

Tau mutation, (447) 195 

Tau phosphorylation, (459) 421: (461) 329 
Tau polymerization, (447) 195 

Tau protein, (451) 39 

Tau protein mutation, (443) 93; (450) 306 
Tau protein phosphorylation, (454) 157 
Tauopathy, (447) 195 

Taupathy, (446) 199 

Tazobactam, (443) 109 

TBP associated factor phosphorylation, (443) 256 
TBP phosphorylation, (443) 256 
T-cadherin, (463) 29 

T-cell, (453) 191 

I cell priming, (443) 159 

cell receptor, (460) 112 

(464) 85 

Technical application, (450) 154 

Tektin, (456) 315 

Tellurium, (456) 281 

Telomerase, (454) 312: (457) 465; (460) 285 
Telomere, (448) 4; (453) 59, 365; (457) 465 
TEM] -lactamase, (459) 111 
Temperature-sensitive liposome. (456) 306 
Temperature-sensitive mutant, (450) 197 
Template activating factor-I, (463) 285 
Temporin A, (449) 187 

Terbium binding, (460) 519 

Terbium fluorescence, (457) 311 

Tergal gland, (449) 125 
tert-Butylhydroperoxide, (457) 139 

Testis, (445) 9: (449) 146: (456) 315 
Testosterone, (444) 160: (454) 317 

Tetanus toxin, (458) 383 

Tetrabody, (453) 164 
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2,3,7.8-Tetrachlorodibenzo-p-dioxin, (450) 49 
Tetracycline, (451) 289: (457) 169: (461) 315 
12-O-Tetradecanoylphorbol 13-myristate, (454) 137 
Tetraethylammonium, (461) 339 
Tetrahydrofolate. (449) 165 
Tetrahydromethanopterin, (449) 165 
Tetrahymena pyriformis, (453) 29 

Tetrahymena pyriformis GL, (456) 389 
Tetrahymena thermophila, (457) 483 
Tetraloop, (453) 49 

Tetramethylrhodamine methyl ester, (444) 206 
Tetrapyrrole, (444) 227; (450) 57 

Tetraselmis ( Platymonas ) viridis, (462) 402 
Tetraspanin, (461) 86 

Tetratricopeptide repeat, (457) 494 

TGF-a, (455) 105 

Th2, (459) 195 

Thermal aspect of light absorption, (450) 154 
Thermal denaturation, (445) 384; (450) 154 
Thermal hysteresis. (463) 87 

Thermal stability, (445) 183: (454) 299 
Thermococcus hydrothermalis, (458) 188 
Thermococcus litoralis, (457) 393 
Thermodestruction, (450) 135 
Thermodynamic cycle, (461) 111 
Thermodynamic incompatibility, (444) 145 
Thermodynamics, (454) 31 

Thermogenesis, (448) 57; (457) 103: (462) 411 
Thermolysin, (462) 231 

Thermophilic archaeon, (458) 188 
Thermophilic cyanobacterium, (450) 135 
Thermoplasma acidophilum, (451) 27 
Thermoregulation, (443) 326 

Thermostability, (445) 375; (447) 25; (458) 429 
Thermotoga, (454) 299 

Thermotoga maritima, (454) | 
Thermotolerance, (458) 117: (461) 306 
Thermus thermophilus, (451) 51; (457) 98; (460) 353 
Thermus thermophilus ribosome recycling factor (447) 297 
Thiamin diphosphate, (457) 298 

Thiamine, (449) 245 

Thiamine diphosphate, (462) 246 
Thiazolidinedione, (452) 301: (454) 27: (463) 205 
Thioether conjugate, (458) 383 

Thiol, (444) 165: (449) 235: (456) 409: (460) 11 
Thiol oxidation, (443) 290 

Thiol pK,, (449) 196 

Thiol-activated toxin, (459) 463 

Thioredoxin, (444) 165; (448) 167: (455) 162 
Thioredoxin peroxidase, (443) 246; (447) 269 
Thioredoxin reductase, (442) 29, 105: (443) 313 
Thiyl radical, (443) 290 

THP-I cell, (449) 66 

Threading, (445) 366 

Three-dimensional profile, (458) 69 
Three-dimensional structure, (456) 343 


(459) 310 
Threonine, (452) 228 
Threonine 18, (463) 312 
Thrombin, (443) 66; (461) 43; (463) 387 
Thrombin inhibitor, (458) 11 
Thylakoid, (457) 348 
Thylakoid import, (447) 329 
Thylakoid membrane, (446) 23: (447) 95; (460) 328 
Thymidine dimer, (449) 33 
Thymidine kinase, (443) 121, 170: (445) 92 
Thymine dimer, (460) 549 
Thymocyte, (449) 75 
Thymosin By, (464) 14 
Thyroid, (460) 32 
Thyroid cell, (462) 57 
Thyroid hormone, (444) 250; (445) 343; (452) 115; (464) 179 
Thyrotropin-releasing hormone, (451) 308; (464) 35 
Tie, (448) 254 
TIF 1, (445) 415 
Tight-binding inhibition, (456) 215 
Time-resolved infrared spectroscopy, (445) 14 


Time-resolved kinetic, (457) 98 

Time-resolved spectroscopy, (457) 277 

Time-resolved visible spectroscopy, (457) 61, 223 

Tissue distribution, (443) 348 

Tissue distribution of bilitranslocase, (453) 351] 

Tissue expression, (454) 341 

Tissue factor, (463) 19, 341 

Tissue factor pathway inhibitor, (463) 341 

Tissue inhibitor of metalloproteinases, (448) 9 

Tissue specificity, (445) 45 

Tissue transglutaminase, (446) 35 

Tissue-specific expression, (445) 31; (451) 327; (456) 243 

Tissue-specific promoter, (463) 185 

Tissue-type plasminogen activator, (456) 149; (460) 289 

Titanium, (442) 157 

Tityus discrepans, (456) 146 

T lymphocyte, (445) 295; (447) 34 

TM7 protein, (446) 292 

Tn antigen, (449) 230 
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Additional Guidelines for Preparation of the Text 


Manuscripts must be typewritten, double spaced with wide margins, on one side of the paper only. Any repetition of information in the text and figures should be 
avoided. If the paper is a dedication this should be indicated in a footnote on the title page 


Key words should reflect significant factors of the article as a whole. Authors are requested to consult the annual cumulative subject index of FEBS Letters or 
the list of subject headings from Index Medicus. A maximum of six key words should be provided (for examples see any issue of FEBS Letters). American 
spelling should be used and plural terms avoided where possible. The list submitted may be amended to ensure that index entries are consistent in the master 
index. General terms such as enzyme, membrane, etc. should not be used unless qualified, e.g. membrane phosphorylation, enzyme activation. Terms 
indicating the origin of the material studied should only be added as a last key word, e.g. Rat heart: Bovine uterus: CHO cell. 


Nomenclature and abbreviations should follow internationally agreed rules as reported, e.g.. in Eur. J. Biochem. 259/1 (1999) 


e 
: 


Tables should be used sparingly, and only when the data cannot be presented clearly in the text. Authors are requested to consult recent issues of FEBS Letters 
for the proper table layout. The heading of the table should make its general meaning understandable without reference to the text. 


References will be numbered in square brackets, e.g. [7], or [11.13.17], in order of citation in the text. The Harvard system of citation will not apply. References 
to journal articles should contain the names and initials of all authors, year of publication in parentheses, abbreviation of the journal title according to current 
practice, volume number and inclusive page numbers. Articles may be cited as ‘in press’ only if a copy of the acceptance notice is supplied at the time of 
submission. References to books should include the names and initials of the author(s), year of publication, title of the book, name and initials of editor(s) in 
parentheses, volume, edition, inclusive page numbers, and name and location of the publisher. No part of the references should be underlined; ‘and’ should be 
used instead of *&’. Citations as ‘unpublished’ and ‘personal communication’ should be placed in the main text. 

1s noted above, when preparing vour manuscript, please do not use an automated referencing system 


Examples of journals [1] and books [2.3]: 

[1] Diller, R., Stockburger, M., Oesterhelt, D. and Tittor, J. (1987) FEBS Lett. 217, 297-304. 

[2] Gomperts, B.D. and Fewtrell, C.M.S. (1985) in: Molecular Mechanisms of Transmembrane Signalling (Cohen, P. and Houslay, M.D., Eds.) Mol. Aspects 
Cell. Regul. vol. 4, pp. 377-409, Elsevier, Amsterdam, New York. 

[3] Robson, B. and Garnier, J. (1986) Introduction to Proteins and Protein Engineering. Elsevier, Amsterdam, New York. 


Guidelines for the Preparation of Figures 


All figures should be designed to economise on space, and ideally should be made to fit one printed column (width 8.4 cm). They should be provided in the size they 

are going to eventually appear in print. Half-tone figures should not be included in line drawings and vice versa. Whenever possible, figures will be returned to 

authors if this is requested when the manuscript is submitted 

When preparing figures, particularly graphs, it is strongly recommended to follow the suggestions of H.G. Hers ((1984) Nature 307, 205). 

For electronic files, please note the following: 

e@ Do not use screen images from, for example. the internet. These are of the wrong format and are of insufficient resolution. 

e@ Avoid embedding images in the text file. Images should always be enclosed as separate files. 

e Always include a high-quality hardcopy of the figure with the manuscript. 

e Avoid formats such as: GIF. BMP, PICT, WPG and DOC 

e Acceptable file formats are: EPS, JPEG and TIFF. For EPS files, always enclose the font: for JPEG colour and greyscale files, 300dpi is a minimum 
resolution (for JPEG combination files, or line pictures, 500dpi is required): for TIFF files, a minimum of 600dpi is required, and more may be necessary for 
very fine reproduction 

e Colour images should always be CMYK, not RGB 


Original half-tone figures should be very sharp. high-contrast photoprints and be designed to display relevant information only, avoiding disproportionately 
large labelling of lanes. For photographs which require labels. such as electrophoretograms, please supply the initial photographs mounted on white paper with 
lettering. Do NOT send photographs of photographs. 


Colour reproduction. Figures may be reproduced in colour, at the authors’ own expense. The price of a single printed full colour page is Dfl. 750.00, exclusive of 
sales tax. Two, three or four full colour pages in combination will cost Dfl. 500.00 per page ex sales tax. The authors should explicitly agree to pay for the 
colour picture in the submission letter. 


Nucleic and amino acid sequences should be submitted as sharp, clean prints, already reduced as much as possible (to fit within a single-column, 8.4 cm, or 
double-column width, 17.6 cm) while retaining perfect legibility (e.g. to avoid confusion between the letters C and G). If a word-processor is used to generate 
the sequences, a letter-quality printer should be used: matrix-printed characters do not reproduce. In reporting DNA sequences, presentation of a sequencing 
strategy is generally unnecessary. However, it should be confirmed by a statement in the Materials and methods section that the sequence was determined on 
both strands 
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